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Fig.S5. Multiple alignment of amino acid sequences from AsNACO043. A-E repr
esent the five subdomains of NAC. ANACO043 (NP_182200.2), ADNAC20 (TRI

NITY DN81887 c0 gl), OsSNAC17 (BAS84001.1), ZjNAC (XP_015902286.2),

with accession numbers in parentheses.



