
Supplementary Table S2. Comparative analysis of nucleotide sequence similarity among the

four amplified fungal ITS2, GAPDH, TUB2 and ACT regions.

Gene Fungus Fungus 1 Fungus 2 Fungus 3 Fungus 4

ITS2 Fungus 1 - 44.37% 41.35% 45.36%
Fungus 2 - - - 100%

GAPDH Fungus 1 - 31.27% 32.19% 31.27%
Fungus 2 - - - 100%

TUB2 Fungus 1 - 57.28% 56.89% 57.28%
Fungus 2 - - - 100%

ACT Fungus 2 - - 80.13% 100%


