Table S5 subcellular location prediction of AaLTPs

Cell Golgi
Localizat Nucl Cytop Extrac Mitocho Endoplasmi Plasti 5 Lysosome Peroxi
Name ID . . membra . appara
ion eus lasm  ellular ndrion creticulum d /Vacuole some
ne tus
Super-Scaffol
Extracellu 0.000
AaLtpl.l d 100123201 i 0 0.0022  0.9948 0.0027 0 0 3 0 0 0
r
462191 !
chr2g0035967  Extracellu 0.042
AalLtpl.2 0 0.0001 0.9562 0.0009 0 0 0 0 0
1 lar 8
chr2g0035970  Extracellu 0.036
AaLtpl.3 0 0.0001  0.9628 0.0006 0 0 0 0 0
1 lar 5
chr3g0049944  Extracellu
AaLtpl 4 ) i 0 0.0004 0.9989 0.0006 0.0001 0 0 0 0.0001 0
ar
chr1g0015238 Extracellu  0.01 0.000
AaLtpl 5 ) i 84 0.0122  0.9337 0.0042 0.0097 0.0029 0.0009 0.0176 0
ar
chr2g0029704  Extracellu
AaLtpl.6 ) i 0 0.0004 0.9993 0.0002 0 0 0 0 0 0
ar
chr2g0029713  Extracellu  0.00
AaLtpl.7 0.0086  0.9833 0.008 0 0 0 0 0 0
1 lar 01
chr2g0029717  Extracellu  0.00 0.001
AaLtpl. 8 0.0037  0.9799 0.0141 0 0 0 0.0001 0
1 lar 03 9
chr2g0029715  Extracellu 0.00
AalLtpl.9 0.0107  0.9753 0.0129 0 0 0.001 0 0 0
1 lar 01
chr2g0029711 Extracellu  0.00 0.000
AalLtpl.10 0.0056  0.9735 0.0179 0.0002 0 0 0.0006 0
1 lar 19 4
chr3g0054606 Extracellu 0.000
AaLtpl 11 0 0.0002  0.9994 0 0 0 0 0.0002 0
1 lar 2
chr2g0029712  Extracellu  0.00 0.000
AalLtpl. 12 0.0005 0.998 0.0005 0 0 0 0.0004 0
1 lar 02 3
chr1g0001727 Extracellu  0.00
AalLtpl. 13 | ) 38 0.0207  0.7637 0.0297 0.0005 0 0.181 0 0.0006 0
ar
chr2g0030955  Extracellu  0.00 0.009
AalLtpl. 14 0.0035  0.9758 0.0099 0.0003 0 0 0.0007 0
1 lar 06 1
chr4g0061241 Extracellu  0.00
AaLtpl 15 ) i 08 0.0028  0.9702 0.0146 0.0002 0 0.011 0 0.0005 0
ar
chr6g0108479  Extracellu  0.01 0.000
AaLtpl 16 0.0128 0.965 0.0085 0.0001 0 0 0.0004 0
1 lar 24 8
chr2g0029703  Extracellu  0.00
AaLtpl 17 0.0116  0.9815 0.0057 0.0001 0 0 0 0 0
1 lar 09
unctg 3864g0  Extracellu  0.01
AaLtpl 18 0.0219  0.9373 0.0189 0.0033 0.0001 0 0.0007 0.0056 0
1516351 lar 21
chr2g0029701 Extracellu  0.01 0.099
AaLtpl 19 0.024  0.6999 0.1633 0.0001 0 0.0001 0
1 lar 33 3
chr3g0049943 Extracellu  0.00 0.002
AaLtpl.20 | ) ’3 0.0214  0.9523 0.0211 0.0001 6 0 0.0001 0
ar
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