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ko02000:Transporters

ko04142:Lysosome 4

ko00520:Amino sugar and nucleotide sugar metabolism -
ko00480:Glutathione metabolism+

ko00620:Pyruvate metabolism -

ko05418:Fluid shear stress and atherosclerosis+
ko00983:Drug metabolism - other enzymes-
ko01524:Platinum drug resistance -

ko00980:Metabolism of xenobiotics by cytochrome P450 -
ko00010:Glycolysis / Gluconeagenesis-
ko05204:Chemical carcinogenesis - DNA adducts-
ko00982:Drug metabolism - cytochrome P450 -
ko00626:Naphthalene degradation -

ko00624:Polycyclic aromatic hydrocarbon degradation -
ko00621:Dioxin degradation -

ko00100:Steroid biosynthesis

ko00960:Tropane, piperidine and pyridine alkaloid biosynthesis{
ko00901:Indole alkaloid biosynthesis-
ko00590:Arachidonic acid metabolism -

ko00401:Novobiocin biosynthesis-
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Fig. S16 KEGG enrichment analysis of DEGs from Mix treatment group
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