GO term K_vs_L all

GO0:0044281:small molecule metabolic processP
G0:0044283:small molecule biosynthetic process {@
G0:1902653:secondary alcohol biosynthetic process
G0:1902652:secondary alcohol metabolic process
G0:0044108:cellular alcohol biosynthetic process
G0:0016129:phytosteroid biosynthetic process
G0:0016128:phytosteroid metabolic process
GO:0008204:ergosterol metabolic process
GO:0006696:ergosterol biosynthetic process
G0:0006083:acetate metabolic process L ]

df

G0:0005783:endoplasmic reticulum Count

G0:0005886:plasma membrane ® w

G0:0005576:extracellular region{ @ @

G0:0042175:nuclear outer membrane-endoplasmic reticulum membrane network . x
G0:0005789:endoplasmic reticulum membrane

GO:0000139:Golgi membrane -log10(pvalue)

G0:0005618:cell wall

G0:0005811:lipid droplet

GO0:0072546:EMC complex

G0:0009337:sulfite reductase complex (NADPH)

22

6
5
4
3
2

L]

G0:0016491:0xidoreductase activity { @
G0O:0016645:0xidoreductase activity, acting on the CH-NH group of donors
G0:0016646:0xidoreductase activity, acting on the CH-NH group of donors, NAD or NADP as acceptor D
G0:0036080:purine nucleotide-sugar transmembrane transporter activity
G0:0008863:formate dehydrogenase (NAD+) activity
G0:0003958:NADPH-hemoprotein reductase activity
G0:0034479;phosphatidylglycerol phospholipase C activity L]
G0:0005464:UDP-xylose transmembrane transporter activity °
G0:0005462:UDP-N-acetylglucosamine transmembrane transporter activity L]
G0:0005457:GDP-fucose transmembrane transporter activity L]
0.00 0.25 0.50 0.75 1.00

Ratio

EL]

Fig. S15 GO enrichment analysis of the DEGs from Mix treatment group

BP, biological process. CC, cellular component. MF, molecular function.



