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Supplementary Figure S3. GO enrichment analysis of DEGs in different comparisons. (A)
Venn diagram of up-regulated DEGs in different comparisons. (B-D) Scatterplot of GO
enrichment of DEGs that were enriched in the molecular function aspect (top 20) (BaR vs BaL

BaS vs BaL, and BaR vs BaS, respectively).



