
Supplemental Table S16. Differentially expressed genes on GA signal pathway 
	Gene_Id
	Name
	Annotation
	1d
	3d
	6d
	1d
	3d
	6d

	
	
	
	Ag
	Ag
	Ag
	MeJA
	MeJA
	MeJA

	evm.model.group1.11590
	SmCPS-1
	ent-copalyl diphosphate synthase
	-0.12
	1.79
	1.07
	-1.43
	0.52
	1.08

	evm.model.group1.11832
	SmGA2ox-5
	gibberellin 2beta-dioxygenase
	0.00
	0.62
	0.14
	-1.56
	-0.63
	-0.61

	evm.model.group1.11991
	SmTPS04-1
	geranyllinalool synthase
	NA
	NA
	-1.18
	NA
	NA
	NA

	evm.model.group1.11993
	SmTPS04-2
	geranyllinalool synthase
	-0.84
	2.99
	-0.36
	-4.39
	-1.81
	-0.65

	evm.model.group1.2784
	SmGA3ox-2
	gibberellin 3beta-dioxygenase
	-1.29
	-5.24
	-1.18
	NA
	NA
	NA

	evm.model.group1.3729
	SmGA2ox-1
	gibberellin 2beta-dioxygenase
	1.31
	1.10
	1.47
	1.47
	0.90
	1.04

	evm.model.group1.5012
	SmGA2ox-2
	gibberellin 2beta-dioxygenase
	0.10
	-0.59
	-0.47
	2.15
	-1.43
	-2.48

	evm.model.group1.6392
	SmGA2ox-3
	gibberellin 2beta-dioxygenase
	1.34
	-0.38
	-1.24
	-2.57
	-2.62
	-0.99

	evm.model.group1.6848
	SmKAO-1
	ent-kaurenoic acid monooxygenase
	-1.27
	-1.88
	-0.75
	1.53
	-0.77
	-0.06

	evm.model.group1.7015
	SmGA3-1
	ent-kaurene oxidase
	-0.31
	-0.62
	-0.29
	-0.12
	-0.81
	-0.16

	evm.model.group1.7214
	SmGA3-2
	ent-kaurene oxidase
	0.57
	0.98
	1.30
	1.07
	0.82
	1.62

	evm.model.group1.8437
	SmGA2ox-4
	gibberellin 2beta-dioxygenase
	NA
	NA
	NA
	NA
	NA
	NA

	evm.model.group1.99
	SmGA3ox-1
	gibberellin 3beta-dioxygenase
	1.07
	-0.57
	-0.04
	0.70
	-0.81
	-2.39

	evm.model.group2.1594
	SmGA2ox-6
	gibberellin 2beta-dioxygenase
	-0.23
	-2.15
	0.57
	2.03
	-0.77
	1.21

	evm.model.group2.382
	SmKSL
	ent-kaurene synthase
	-0.21
	0.08
	-0.07
	-0.30
	0.49
	0.57

	evm.model.group2.384
	SmCPS-2
	ent-copalyl diphosphate synthase
	-0.08
	-1.08
	-1.91
	-1.41
	-0.86
	-0.64

	evm.model.group2.4446
	SmGA20ox-7
	gibberellin-44 dioxygenase
	0.19
	1.59
	-0.04
	1.40
	1.71
	-0.81

	evm.model.group2.5805
	SmGA2ox-8
	gibberellin 2beta-dioxygenase
	NA
	-1.32
	NA
	NA
	NA
	NA

	evm.model.group4.2691
	SmCYP82G1-1
	trimethyltridecatetraene/dimethylnonatriene synthase
	-0.75
	-1.02
	0.10
	0.80
	0.34
	-0.73

	evm.model.group4.2770
	SmGA2ox-9
	gibberellin 2beta-dioxygenase
	0.61
	5.17
	4.69
	-0.03
	5.51
	3.42

	evm.model.group4.2825
	SmGA2ox-10
	gibberellin 2beta-dioxygenase
	1.00
	2.62
	1.86
	-0.87
	1.10
	0.05

	evm.model.group5.182
	SmKAO-2
	ent-kaurenoic acid monooxygenase
	-2.96
	-2.45
	NA
	-1.82
	-2.13
	NA

	evm.model.group5.183
	SmKAO-3
	ent-kaurenoic acid monooxygenase
	0.35
	-1.28
	-2.13
	0.86
	-0.04
	-0.36

	evm.model.group6.1423
	SmCYP82G1-2
	trimethyltridecatetraene/dimethylnonatriene synthase
	0.13
	-1.61
	-2.12
	-0.07
	-3.37
	-2.70

	evm.model.group7.92
	SmGA20ox-11
	gibberellin-44 dioxygenase
	1.39
	-2.55
	-1.43
	4.01
	-0.8
	2.30
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