
Supplemental Table S18. Differentially expressed genes on ABA signal pathway 
	Gene_Id
	Name
	Annotation
	1d
	3d
	6d
	1d
	3d
	6d

	
	
	
	Ag
	Ag
	Ag
	MeJA
	MeJA
	MeJA

	evm.model.group1.10385
	SmlcyB-1
	lycopene beta-cyclase
	-0.07
	-0.28
	-0.85
	0.29
	-0.48
	-0.38

	evm.model.group1.121
	SmCCD8
	carlactone synthase / all-trans-10'-apo-beta-carotenal 13,14-cleaving dioxygenase
	-1.19
	-0.59
	-0.53
	2.83
	1.45
	2.06

	evm.model.group1.1374
	SmVDE
	violaxanthin de-epoxidase
	-0.05
	-0.29
	-0.17
	1.47
	0.02
	0.68

	evm.model.group1.1722
	SmcrtISO
	prolycopene isomeras
	-0.54
	-0.34
	-0.69
	-0.20
	-0.50
	0.03

	evm.model.group1.4552
	SmNCED-1
	9-cis-epoxycarotenoid dioxygenase
	0.12
	-0.57
	1.00
	1.12
	0.45
	-0.65

	evm.model.group1.5541
	SmZEP
	zeaxanthin epoxidase
	-0.15
	0.84
	0.27
	-0.32
	0.15
	0.84

	evm.model.group1.7906
	SmAAO3
	abscisic-aldehyde oxidase
	-0.18
	0.73
	0.37
	-0.48
	0.29
	0.80

	evm.model.group1.7931
	SmcrtZ-1
	beta-carotene 3-hydroxylase
	-0.35
	0.83
	0.49
	-0.32
	0.19
	0.46

	evm.model.group1.8981
	SmCYP707A-1
	(+)-abscisic acid 8'-hydroxylase
	-0.84
	0.12
	0.33
	-2.04
	-1.64
	-0.44

	evm.model.group1.9639
	SmZ-ISO
	zeta-carotene isomerase
	-0.22
	-0.27
	-0.43
	0.37
	-0.54
	-0.09

	evm.model.group2.3163
	SmLUT1
	carotenoid epsilon hydroxylase
	0.17
	0.24
	-0.16
	0.68
	-0.10
	0.22

	evm.model.group2.507
	SmCYP707A-2
	(+)-abscisic acid 8'-hydroxylase
	0.13
	0.79
	0.11
	-0.23
	0.57
	0.61

	evm.model.group2.748
	SmCYP707A-3
	(+)-abscisic acid 8'-hydroxylase
	-0.74
	1.71
	0.31
	-1.68
	2.41
	2.11

	evm.model.group3.2243
	SmlcyE-2
	lycopene epsilon-cyclase
	3.90
	0.51
	1.00
	-0.22
	-0.24
	0.45

	evm.model.group3.2299
	SmNCED-2
	 9-cis-epoxycarotenoid dioxygenase
	-0.98
	-3.39
	NA
	NA
	NA
	NA

	evm.model.group3.2392
	SmcrtZ-2
	beta-carotene 3-hydroxylase
	0.68
	0.77
	0.38
	-0.17
	-0.36
	-1.46

	evm.model.group3.3955
	SmNCED-3
	 9-cis-epoxycarotenoid dioxygenase
	-0.65
	0.29
	0.86
	-1.62
	-1.56
	-1.59

	evm.model.group3.821
	SmCYP707A
	(+)-abscisic acid 8'-hydroxylase
	0.43
	1.20
	0.07
	0.31
	1.36
	0.51

	evm.model.group4.2760
	SmNCED-5
	 9-cis-epoxycarotenoid dioxygenase
	0.02
	-0.35
	-0.71
	0.35
	-0.77
	-0.77

	evm.model.group4.3046
	SmCCD7
	9-cis-beta-carotene 9',10'-cleaving dioxygenase
	-0.98
	NA
	NA
	NA
	NA
	NA

	evm.model.group4.3402
	SmNCED-6
	 9-cis-epoxycarotenoid dioxygenase
	1.53
	-0.51
	2.96
	-0.04
	1.58
	-0.02

	evm.model.group4.457
	SmNCED-4
	 9-cis-epoxycarotenoid dioxygenase
	-0.35
	-0.04
	-1.13
	-0.39
	0.12
	-1.03

	evm.model.group5.1646
	SmcrtB-3
	15-cis-phytoene synthase
	NA
	NA
	NA
	NA
	NA
	NA

	evm.model.group5.2257
	SmPDS
	15-cis-phytoene desaturase
	-0.42
	-0.01
	-0.59
	0.34
	-0.32
	0.17

	evm.model.group7.1438
	SmcrtB-4
	15-cis-phytoene synthase
	-0.22
	0.35
	-0.30
	-0.31
	-0.33
	-0.48

	evm.model.group8.130
	SmNCED-7
	9-cis-epoxycarotenoid dioxygenase
	0.93
	-1.75
	-2.59
	0.25
	-1.78
	-2.02


[bookmark: _GoBack]
