
Supplemental Table S17. Differentially expressed genes on JA signal pathway.
	Gene_Name
	Name
	Annotation
	1d
	3d
	6d
	1d
	3d
	6d

	
	
	
	Ag
	Ag
	Ag
	MeJA
	MeJA
	MeJA

	evm.model.group1.10325
	SmPLA2G
	secretory phospholipase A2
	-0.29
	0.88
	0.41
	-2.28
	0.01
	-0.12

	evm.model.group1.10738
	SmOPR
	12-oxophytodienoic acid reductase
	1.57
	0.45
	0.19
	2.09
	-0.54
	-0.44

	evm.model.group1.10879
	SmACOX1-2
	acyl-CoA oxidase
	-0.40
	-0.91
	-0.25
	-0.35
	-2.09
	-1.57

	evm.model.group1.11511
	SmAOC
	allene oxide cyclase [EC:5.3.99.6]
	0.82
	4.02
	3.35
	-0.38
	2.58
	-0.61

	evm.model.group1.1300
	SmACOX1-1
	acyl-CoA oxidase
	-0.69
	-0.12
	-0.43
	-1.10
	-1.13
	-0.22

	evm.model.group1.2801
	SmLOX2S-2
	lipoxygenase
	-0.52
	-1.57
	-2.34
	-1.07
	-1.72
	-0.37

	evm.model.group1.4551
	SmACAA1
	acetyl-CoA acyltransferase 1
	-0.37
	-0.36
	-0.52
	-1.57
	-1.88
	-1.31

	evm.model.group1.9431
	SmADH1-1
	alcohol dehydrogenase class-P
	0.48
	-0.56
	1.12
	-0.79
	-0.97
	-0.40

	evm.model.group2.1032
	SmLOX2S-1
	lipoxygenase
	-1.40
	-0.36
	-0.72
	1.59
	-0.35
	0.28

	evm.model.group2.1553
	SmMFP2-1
	enoyl-CoA hydratase/3-hydroxyacyl-CoA dehydrogenase
	-0.20
	-0.27
	-1.01
	-1.36
	-0.79
	-1.11

	evm.model.group2.1860
	SmMFP2-2
	enoyl-CoA hydratase/3-hydroxyacyl-CoA dehydrogenase
	-0.24
	0.06
	-0.44
	-2.20
	-0.52
	-0.34

	evm.model.group2.2530
	SmACAA1
	 acetyl-CoA acyltransferase 1
	-0.10
	-0.19
	0.38
	0.70
	-0.87
	-0.21

	evm.model.group2.3424
	SmLOX2S-3
	lipoxygenase
	2.39
	0.97
	0.00
	-4.84
	-1.11
	0.81

	evm.model.group2.5249
	SmOPCL1
	OPC-8:0 CoA ligase 1
	-0.18
	2.89
	1.43
	-1.77
	0.31
	0.30

	evm.model.group3.1018
	SmOPCL1
	OPC-8:0 CoA ligase 1
	0.45
	3.40
	2.71
	-2.32
	-0.48
	0.29

	evm.model.group3.126
	SmLCAT3
	phospholipase A1
	-0.05
	-1.11
	-1.35
	-1.5
	-1.55
	-0.63

	evm.model.group3.151
	SmOPR
	12-oxophytodienoic acid reductase
	-0.54
	2.46
	2.85
	-0.43
	1.53
	0.43

	evm.model.group3.54
	SmHPL
	hydroperoxide lyase
	-0.53
	-3.42
	-3.56
	-4.10
	-5.86
	-5.38

	evm.model.group3.557
	SmCEQORH-1
	chloroplastic oxoene reductase
	2.38
	4.44
	3.27
	2.14
	3.62
	1.56

	evm.model.group3.559
	SmCEQORH-2
	chloroplastic oxoene reductase
	-1.44
	3.68
	3.89
	-0.67
	3.69
	2.12

	evm.model.group4.1091
	SmAOS-2
	hydroperoxide dehydratase
	1.14
	4.40
	3.09
	-2.54
	2.00
	-0.17

	evm.model.group4.1313
	SmACOX1-4
	acyl-CoA oxidase
	-0.09
	0.24
	1.03
	0.79
	-0.22
	-0.31

	evm.model.group4.1952
	SmACAA1
	 acetyl-CoA acyltransferase 1
	-1.03
	-0.76
	-0.89
	-2.84
	-1.50
	-1.35

	evm.model.group4.237
	SmADH1-2
	alcohol dehydrogenase class-P
	0.90
	1.67
	2.13
	-0.91
	0.18
	0.57

	evm.model.group4.280
	SmAOS-1
	hydroperoxide dehydratase
	-0.55
	1.77
	1.10
	-4.49
	-3.96
	-3.90

	evm.model.group4.294
	SmACOX1-3
	acyl-CoA oxidase
	0.17
	-0.95
	-0.99
	-2.05
	-2.32
	-0.61

	evm.model.group4.2980
	SmDAD1
	phospholipase A1
	1.76
	-1.98
	-3.34
	-2.09
	-7.55
	-5.67

	evm.model.group4.3281
	SmOPCL1
	OPC-8:0 CoA ligase 1
	-0.82
	1.17
	1.23
	1.05
	1.70
	0.62

	evm.model.group4.671
	SmDOX
	alpha-dioxygenase
	-0.63
	-4.06
	-3.54
	0.14
	-3.95
	-0.80

	evm.model.group5.1080
	SmLOX2S-4
	lipoxygenase
	-0.96
	-0.89
	1.90
	-0.24
	1.09
	1.92

	evm.model.group5.2704
	SmACOX1-5
	acyl-CoA oxidase
	-0.45
	-1.53
	-2.06
	-1.54
	-1.98
	-1.75

	evm.model.group5.917
	SmAOS-3
	hydroperoxide dehydratase
	1.45
	2.43
	2.17
	-2.4
	-1.04
	-1.23

	evm.model.group6.643
	SmLCAT3
	phospholipase A1
	-0.77
	-0.70
	-0.61
	-0.68
	-1.23
	-0.90

	evm.model.group7.160
	E2.1.1.141
	jasmonate O-methyltransferase
	-1.27
	NA
	NA
	NA
	NA
	NA
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