Supplemental Table S8. Differentially expressed genes on SAB biosynthesis pathway under the treatment of MeJA
	Geneid
	Annotation
	MeJA_1d
	MeJA_3d
	MeJA_6d

	
	
	logFC
	p-value
	logFC
	p-value
	logFC
	p-value

	evm.model.group4.570
	Sm4CL-like6
	-1.34 
	0.0378 
	-0.92 
	0.2250 
	0.52 
	0.6075 

	evm.model.group3.2565
	Sm4CL-like7
	1.36 
	0.0234 
	2.25 
	0.0018 
	1.04 
	0.1903 

	evm.model.group1.2547
	Sm4CL2
	-1.08 
	0.0182 
	0.70 
	0.2207 
	-0.63 
	0.3993 

	evm.model.group2.4464
	Sm4CL3
	-1.48 
	0.0030 
	-0.52 
	0.4332 
	-0.22 
	0.7539 

	evm.model.group1.8630
	SmC4H1
	-1.34 
	0.0076 
	-0.84 
	0.1695 
	-0.40 
	0.5545 

	evm.model.group3.4322
	SmHCT1
	-1.86 
	0.0051 
	-1.99 
	0.0096 
	-1.70 
	0.0614 

	evm.model.group5.351
	SmHCT3
	-2.34 
	0.0000 
	-2.67 
	0.0002 
	-1.15 
	0.1223 

	evm.model.group5.350
	SmHCT4
	-2.17 
	0.0035 
	-2.62 
	0.0015 
	-2.14 
	0.0219 

	evm.model.group3.421
	SmHPPR1
	-1.89 
	0.0000 
	-1.18 
	0.0522 
	-0.68 
	0.3269 

	evm.model.group1.8136
	SmPAL1
	-1.32 
	0.0243 
	-0.82 
	0.2734 
	-1.24 
	0.1402 

	evm.model.group2.4570
	SmPAL2
	-1.20 
	0.0496 
	-0.23 
	0.7595 
	-0.72 
	0.3826 

	evm.model.group3.4322
	SmRAS2
	-1.86 
	0.0051 
	-1.99 
	0.0096 
	-1.70 
	0.0614 

	evm.model.group5.351
	SmRAS4
	-2.34 
	0.0000 
	-2.67 
	0.0002 
	-1.15 
	0.1223 

	evm.model.group5.350
	SmRAS5
	-2.17 
	0.0035 
	-2.62 
	0.0015 
	-2.14 
	0.0219 

	evm.model.group5.1552
	SmTAT1
	-0.96 
	0.0350 
	0.94 
	0.1288 
	1.10 
	0.0932 

	evm.model.group3.398
	SmHPPR3
	0.09 
	0.8705 
	-0.77 
	0.2624 
	-1.48 
	0.0364 
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