Supplemental Table S3. Differential genes of tanshinone biosynthesis pathway under the treatment of Ag+
	Geneid
	Annotation
	Ag_1d
	Ag_3d
	Ag_6d

	
	
	logFC
	p-value
	logFC
	p-value
	logFC
	p-value

	evm.model.group2.384
	SmCPS1
	-0.37 
	0.5582 
	-1.24 
	0.0258 
	-1.97 
	0.0000 

	evm.model.group1.11590
	SmCPS5
	-0.40 
	0.5524 
	1.27 
	0.0312 
	0.64 
	0.2063 

	evm.model.group2.388
	SmCYP76AH1
	0.11 
	0.8773 
	-1.27 
	0.0658 
	-1.83 
	0.0011 

	evm.model.group2.385
	SmCYP76AH3
	-0.01 
	0.9882 
	-1.92 
	0.0080 
	-3.04 
	0.0000 

	evm.model.group2.1248
	SmCYP76AK1
	0.01 
	0.9943 
	-2.63 
	0.0003 
	-3.31 
	0.0000 

	evm.model.group1.6780
	SmDXR
	-0.24 
	0.6774 
	-1.49 
	0.0068 
	-1.98 
	0.0001 

	evm.model.group4.853
	SmDXS2
	0.01 
	0.9836 
	-0.36 
	0.5400 
	-1.03 
	0.0331 

	evm.model.group4.1862
	SmDXS3
	-0.92 
	0.1520 
	-2.51 
	0.0000 
	-1.83 
	0.0013 

	evm.model.group1.7397
	SmGGPPS1
	-0.16 
	0.8205 
	-0.94 
	0.1020 
	-1.49 
	0.0032 

	evm.model.group1.470
	SmGPPS.SSUI.1
	-0.08 
	0.9185 
	-1.89 
	0.0093 
	0.29 
	0.6965 

	evm.model.group1.3149
	SmGPPS.SSUII.1
	0.17 
	0.7856 
	-0.71 
	0.2001 
	-1.34 
	0.0077 

	evm.model.group1.5392
	SmHMGR2
	0.64 
	0.3383 
	1.31 
	0.0351 
	0.87 
	0.0985 

	evm.model.group2.1454
	SmHMGR5
	0.94 
	0.2449 
	1.54 
	0.0456 
	0.81 
	0.2325 

	evm.model.group4.2020
	SmHMGS1
	-0.22 
	0.7317 
	1.38 
	0.0217 
	0.79 
	0.1462 

	evm.model.group5.2272
	SmIPI1
	0.25 
	0.6693 
	1.74 
	0.0013 
	1.21 
	0.0139 

	evm.model.group6.1350
	SmMDC
	0.06 
	0.9260 
	2.20 
	0.0001 
	2.33 
	0.0000 
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