Supplementary Table S4 Partition schemes with their respective quantities of base pairs and the best-fit
models of nucleotide substitution.

Partition Base pair Models
Col 1% 221 GTR+I
COol 2™ 221 HKY+G
COl 3¢ 221 GTR+G

16S rRNA 528 GTR+I+G

28S rRNA 789 GTR+I+G




