CSV24F/I-18
CSV24R/1-20
AF298825.1/1-429
AY102173.1/1-428
DQ190461.1/1-428
DQ411858 1/1-428
DOQ411861,1/1-429
GUS574809.1/1-430
JF263443.1/1-427
JF263444.1/1-429
KC493570.1/1-420
KM222102,1/1-445
KPO10149.1/1-429
1.26447.1/1-428
MG264147.1/1-427
ON989823 1/1-429
OP355441.1/1-430
OR689567.1/1-431
UST771.1/1-428

CSv24F/1-18
CSv24R/1-20
AF298825.1/1-429 149
AY102173.1/1-428 150

DOQ411861.1/1-429 150
GU574809.1/1-430 150
JF263443.1/1-427 150
JF263444.1/1-429 150
KC493570.1/1-429 150
KM222102.1/1-445150
KPO10149.1/1-429 150
L26447.1/1-428 150
MG264147.1/1-427150
‘ON989823.1/1-429 150
OP555441.1/1-430 150
OR689567.1/1-431 150
US7771.1/1-428 150

B =

=

CS24F/1-18
CS24R/1-20 1
AF298825.1/1-429 296

DQ411858.1/1-428 297
DQ411861.1/1-429 297
GU574809.1/1-430 298
JF263443.1/1-427 297
JF263444.1/1-429 298
K(C493570.1/1-429 298
KM222102.1/1-445298
KP010149.1/1-429 298
L26447.1/1-428 298
MG264147.1/1-427297
‘ON989823.1/1-429 298
OP555441.1/1-430 298
‘OR689567.1/1-431 298
US7771.1/1-428 298

FIGURE S6 | Wrapped multiple sequence alignment of CSv24F/CSv24R targeting regions in 17 representative Litostomatea species viewed by Jalview v2.11.5.1.
Primer-targeting regions are in red dashed boxes. For all rows except the top two (primer positions), the leftmost columns show the 18S rRNA gene GenBank accession number

and product length, and the rightmost column shows the sequence length of each row.



