



Table S7. Top 100 reproductively enriched genes with highest specificity scores in mature spermatids and spermatozoa, ranked by specificity score, comparing reproductive stage versus non-reproductive stage.


	Gene
	Reproductive
	NonReproductive
	Specificity Score
	log2FC

	SLBP
	0.019690
	0
	1
	14.265

	POLN
	0.265752
	0
	1
	18.020

	ABLIM2
	0.057775
	0
	1
	15.818

	ARAP2
	0.188210
	0
	1
	17.522

	PGM2
	0.132876
	0
	1
	17.020

	LIAS
	0.294355
	0
	1
	18.167

	ATP8A1
	0.516769
	0
	1
	18.979

	Nipal1
	0.061974
	0
	1
	15.919

	ENOPH1
	0.069176
	0
	1
	16.078

	ANTXR2
	0.516769
	0
	1
	18.979

	MRPL1
	0.361324
	0
	1
	18.463

	SEPT11
	0.061974
	0
	1
	15.919

	SHROOM3
	0.019690
	0
	1
	14.265

	CDKL2
	0.167379
	0
	1
	17.353

	RCHY1
	0.177524
	0
	1
	17.438

	ENAM
	0.019690
	0
	1
	14.265

	HERC3
	0.057775
	0
	1
	15.818

	ABCG2.2
	0.396291
	0
	1
	18.596

	RAP1GDS1
	0.899227
	0
	1
	19.778

	FSHR
	0.132876
	0
	1
	17.020

	ASB3
	0.412158
	0
	1
	18.653

	CHAC2
	0.173919
	0
	1
	17.408

	hspe1
	0.188210
	0
	1
	17.522

	SH3RF3
	0.057775
	0
	1
	15.818

	LIPT1
	0.169874
	0
	1
	17.374

	EVM.16
	0.526181
	0
	1
	19.005

	CHST10
	0.187818
	0
	1
	17.519

	ZC3H8
	0.274665
	0
	1
	18.067

	RETSAT
	0.237496
	0
	1
	17.858

	FAHD2A
	0.128823
	0
	1
	16.975

	PUS10
	0.069176
	0
	1
	16.078

	Ppp3r1
	0.139181
	0
	1
	17.087

	EXOC6B
	0.131150
	0
	1
	17.001

	Mthfd2
	0.019690
	0
	1
	14.265

	Atl2
	0.057775
	0
	1
	15.818

	PRKD3
	0.069176
	0
	1
	16.078

	Krtcap3
	0.019690
	0
	1
	14.265

	DTNB
	0.255213
	0
	1
	17.961

	NT5C1B.1
	0.019690
	0
	1
	14.265

	IWS1
	0.187818
	0
	1
	17.519

	EVM.25
	0.879679
	0
	1
	19.747

	ANGPTL7
	0.156769
	0
	1
	17.258

	ZNF709.5
	0.156769
	0
	1
	17.258




	Gene
	Reproductive
	NonReproductive
	Specificity Score
	log2FC

	Aadacl3
	0.081407
	0
	1
	16.313

	PRKAA2
	0.132876
	0
	1
	17.020

	Fhl3
	0.274665
	0
	1
	18.067

	BMP8A.1
	0.147689
	0
	1
	17.172

	MFSD2A
	0.156769
	0
	1
	17.258

	RIMS3
	0.194160
	0
	1
	17.567

	EVM.36
	1.144517
	0
	1
	20.126

	MUTYH
	0.381978
	0
	1
	18.543

	ATPAF1
	0.019690
	0
	1
	14.265

	MAGT1
	0.441877
	0
	1
	18.753

	C1orf94
	0.061974
	0
	1
	15.919

	EVM.40
	6.804180
	0
	1
	22.698

	LGALS7
	0.244147
	0
	1
	17.897

	CCDC28B
	0.458085
	0
	1
	18.805

	GMEB1
	0.405203
	0
	1
	18.628

	ZNF683
	0.115550
	0
	1
	16.818

	PNRC2
	0.471676
	0
	1
	18.847

	EPHA8
	0.405203
	0
	1
	18.628

	C1qc
	0.318340
	0
	1
	18.280

	C1QB
	0.274665
	0
	1
	18.067

	E2F2
	0.085474
	0
	1
	16.383

	RIPPLY2
	0.194160
	0
	1
	17.567

	CD109
	0.255213
	0
	1
	17.961

	KHDC3L
	0.019690
	0
	1
	14.265

	RAET1E.2
	0.287621
	0
	1
	18.134

	Ppp1r14c
	0.019690
	0
	1
	14.265

	NOX3
	0.169874
	0
	1
	17.374

	KIAA1143
	0.609257
	0
	1
	19.217

	PLG.1
	0.057775
	0
	1
	15.818

	EVM.50
	0.546952
	0
	1
	19.061

	IMP4
	0.169874
	0
	1
	17.374

	FAM168B
	0.187818
	0
	1
	17.519

	PPIA
	0.085474
	0
	1
	16.383

	CACNB4
	0.081665
	0
	1
	16.317

	Cox6a1
	0.019690
	0
	1
	14.265

	NXPH2
	0.061974
	0
	1
	15.919

	HNMT
	0.227118
	0
	1
	17.793

	SLC35F5
	0.132876
	0
	1
	17.020

	INSIG2
	0.244147
	0
	1
	17.897

	TANC1
	0.596382
	0
	1
	19.186

	WDSUB1
	0.188210
	0
	1
	17.522

	KCNH7
	0.057775
	0
	1
	15.818

	SPC25
	0.934746
	0
	1
	19.834

	LRP2
	0.396291
	0
	1
	18.596

	HOXD13
	0.057775
	0
	1
	15.818

	Ube2e3
	0.202052
	0
	1
	17.624

	CERKL
	0.057775
	0
	1
	15.818

	TMEFF2
	0.243698
	0
	1
	17.895

	GRM7
	0.255213
	0
	1
	17.961




	Gene
	Reproductive
	NonReproductive
	Specificity Score
	log2FC

	TSEN2
	0.019690
	0
	1
	14.265

	EVM.63
	1.250580
	0
	1
	20.254

	Plcd1
	0.207509
	0
	1
	17.663

	CRTAP
	0.069176
	0
	1
	16.078

	TRIM71
	0.447467
	0
	1
	18.771

	PABPC1L
	0.019690
	0
	1
	14.265

	GADL1
	0.019690
	0
	1
	14.265

	OXSM
	0.447467
	0
	1
	18.771
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