



Table S6. Top 100 reproductively enriched genes with highest specificity scores in elongating spermatids, ranked by specificity score, comparing reproductive stage versus non-reproductive stage.


	Gene
	Reproductive
	NonReproductive
	Specificity Score
	log2FC

	DGKQ
	0.005795
	0
	1
	12.501

	SH3BP2
	0.009674
	0
	1
	13.240

	Rgs12
	0.010594
	0
	1
	13.371

	HGFAC
	0.000958
	0
	1
	9.905

	KIAA0232.1
	0.009485
	0
	1
	13.212

	HS3ST1
	0.002714
	0
	1
	11.407

	Cc2d2a
	0.005569
	0
	1
	12.443

	C4orf19
	0.001338
	0
	1
	10.387

	APBB2
	0.013293
	0
	1
	13.699

	UCHL1
	0.016902
	0
	1
	14.045

	BEND4
	0.002464
	0
	1
	11.267

	Shisa3
	0.007535
	0
	1
	12.880

	AASDH
	0.008571
	0
	1
	13.065

	ADGRL3
	0.005246
	0
	1
	12.357

	gag
	0.026882
	0
	1
	14.714

	SCD5
	0.000998
	0
	1
	9.965

	PRDM8
	0.018428
	0
	1
	14.170

	FRAS1
	0.002169
	0
	1
	11.083

	DCK
	0.012826
	0
	1
	13.647

	ENAM
	0.030780
	0
	1
	14.910

	CSN3
	0.006294
	0
	1
	12.620

	HERC6
	0.002014
	0
	1
	10.976

	ABCG2
	0.000779
	0
	1
	9.608

	ABCG2.2
	0.008919
	0
	1
	13.123

	KLHL8
	0.001632
	0
	1
	10.674

	MMRN1
	0.007041
	0
	1
	12.782

	GRID2
	0.008918
	0
	1
	13.123

	LHCGR
	0.008082
	0
	1
	12.981

	MFSD9
	0.001311
	0
	1
	10.358

	SULT1C2
	0.007280
	0
	1
	12.830

	MYO5C
	0.012001
	0
	1
	13.551

	TTC31
	0.010284
	0
	1
	13.328

	WBP1
	0.008714
	0
	1
	13.089

	SOCS5
	0.019046
	0
	1
	14.217

	EVM.16
	0.235052
	0
	1
	17.843

	NPAS2
	0.005201
	0
	1
	12.345

	RPIA
	0.007723
	0
	1
	12.915

	Slc20a1
	0.016673
	0
	1
	14.025

	Capg
	0.009563
	0
	1
	13.223

	ST3GAL5
	0.007819
	0
	1
	12.933

	STARD7
	0.008703
	0
	1
	13.087

	LINC00116
	0.000964
	0
	1
	9.915

	TMEM17
	0.013470
	0
	1
	13.718




	Gene
	Reproductive
	NonReproductive
	Specificity Score
	log2FC

	Ugp2
	0.004633
	0
	1
	12.178

	SLC1A4
	0.011949
	0
	1
	13.545

	Rpl36a
	0.008642
	0
	1
	13.077

	SNRNP27
	0.004094
	0
	1
	12.000

	PRADC1
	0.000958
	0
	1
	9.905

	BOLA3
	0.016106
	0
	1
	13.975

	PXDN
	0.009096
	0
	1
	13.151

	ID2
	0.002152
	0
	1
	11.072

	PPM1B
	0.006019
	0
	1
	12.556

	RASGRP3
	0.007941
	0
	1
	12.955

	ALK
	0.006861
	0
	1
	12.744

	RBKS
	0.019955
	0
	1
	14.285

	SNX17
	0.008591
	0
	1
	13.069

	SLC5A6
	0.000739
	0
	1
	9.531

	TCF23
	0.013490
	0
	1
	13.720

	Adcy3
	0.002012
	0
	1
	10.975

	PTRHD1
	0.008922
	0
	1
	13.123

	UBXN2A
	0.004414
	0
	1
	12.108

	KCNS3
	0.002856
	0
	1
	11.480

	Crim1.1
	0.377785
	0
	1
	18.527

	SLC25A33
	0.015719
	0
	1
	13.940

	CLSTN1
	0.014585
	0
	1
	13.832

	EVM.25
	1.639046
	0
	1
	20.644

	Fxyd4.3
	0.003881
	0
	1
	11.923

	ZNF709.4
	0.009726
	0
	1
	13.248

	FBXO6
	0.029211
	0
	1
	14.834

	ZNF14.1
	0.007623
	0
	1
	12.896

	LRRC7
	0.008714
	0
	1
	13.089

	EVM.27
	0.047591
	0
	1
	15.538

	PGM1
	0.009026
	0
	1
	13.140

	ALG6
	0.000903
	0
	1
	9.821

	Sdhaf4
	0.028727
	0
	1
	14.810

	evm.TU.Chr10.849
	0.014014
	0
	1
	13.775

	LDLRAD1
	0.005798
	0
	1
	12.502

	DIO1
	0.009965
	0
	1
	13.283

	EVM.30
	0.457528
	0
	1
	18.804

	GJA9
	0.010339
	0
	1
	13.336

	MYCL
	0.010840
	0
	1
	13.404

	ERI3
	0.022837
	0
	1
	14.479

	EVM.36
	2.479046
	0
	1
	21.241

	Zswim5
	0.007610
	0
	1
	12.894

	AGBL4.1
	0.154540
	0
	1
	17.238

	EVM.38
	0.913181
	0
	1
	19.801

	Ago1
	0.002291
	0
	1
	11.162

	SMIM12
	0.001650
	0
	1
	10.689

	TRNAU1AP
	0.003384
	0
	1
	11.725

	SMPDL3B
	0.001972
	0
	1
	10.946

	FGR
	0.000596
	0
	1
	9.221

	NR0B2
	0.002086
	0
	1
	11.027




	Gene
	Reproductive
	NonReproductive
	Specificity Score
	log2FC

	HMGN2
	0.000779
	0
	1
	9.608

	MTFR1L
	0.009444
	0
	1
	13.205

	RCAN3
	0.001403
	0
	1
	10.455

	Grhl3
	0.003136
	0
	1
	11.615

	IL22RA1
	0.004388
	0
	1
	12.100

	C1QB
	0.019823
	0
	1
	14.275

	ASAP3
	0.000596
	0
	1
	9.221

	TPBG
	0.003115
	0
	1
	11.605
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