


Table S3. Top 100 reproductively enriched genes with highest specificity scores in spermato-gonia, ranked by specificity score, comparing reproductive stage versus non-reproductive stage.
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	Gene
	Reproductive
	NonReproductive
	Specificity Score
	log2FC

	EVM
	0.004512
	0
	1
	12.140

	RGS12
	0.008381
	0
	1
	13.033

	EVM.2
	0.013379
	0
	1
	13.708

	CRMP1
	0.064625
	0
	1
	15.980

	CD38
	0.023988
	0
	1
	14.550

	PROM1
	0.017781
	0
	1
	14.118

	GBA3
	0.027965
	0
	1
	14.771

	SEL1L3
	0.003571
	0
	1
	11.802

	UBAP1
	0.038931
	0
	1
	15.249

	C4ORF19
	0.012148
	0
	1
	13.569

	SHISA3
	0.006757
	0
	1
	12.722

	SLC10A4
	0.009163
	0
	1
	13.162

	RPL27A
	0.009053
	0
	1
	13.144

	GAG
	0.064751
	0
	1
	15.983

	RASGEF1B
	0.004555
	0
	1
	12.154

	ANTXR2
	0.002905
	0
	1
	11.505

	FRAS1
	0.005240
	0
	1
	12.356

	SEPT11
	0.010990
	0
	1
	13.424

	SHROOM3
	0.005743
	0
	1
	12.488

	CXCL9
	0.019972
	0
	1
	14.286

	THAP6
	0.015382
	0
	1
	13.909

	DCK
	0.003571
	0
	1
	11.802

	SPRR3
	0.017283
	0
	1
	14.077

	EVM.10
	0.011378
	0
	1
	13.474

	ARHGAP24
	0.006237
	0
	1
	12.607

	ACYP2
	0.001924
	0
	1
	10.910

	MFSD9
	0.031364
	0
	1
	14.937

	SOWAHC
	0.007620
	0
	1
	12.896

	WBP1
	0.007552
	0
	1
	12.883

	LMAN2L
	0.023570
	0
	1
	14.525

	LONRF2
	0.005626
	0
	1
	12.458

	RMND5A
	0.003124
	0
	1
	11.610

	RPIA
	0.007274
	0
	1
	12.829

	TTL
	0.009080
	0
	1
	13.149

	SLC20A1
	0.014467
	0
	1
	13.821

	RETSAT
	0.023618
	0
	1
	14.528

	CAPG
	0.008681
	0
	1
	13.084

	LINC00116
	0.003657
	0
	1
	11.837

	PSD4
	0.008155
	0
	1
	12.994

	C2ORF78
	0.009569
	0
	1
	13.224

	MTHFD2
	0.005106
	0
	1
	12.318

	ALLC
	0.002905
	0
	1
	11.505

	ID2
	0.015944
	0
	1
	13.961

	ASAP2
	0.029480
	0
	1
	14.847




	Gene
	Reproductive
	NonReproductive
	Specificity Score
	log2FC

	CDC42EP3
	0.005885
	0
	1
	12.523

	ZNF513
	0.004052
	0
	1
	11.985

	SNX17
	0.018361
	0
	1
	14.164

	TCF23
	0.009857
	0
	1
	13.267

	PRR30
	0.003768
	0
	1
	11.880

	SELENOI
	0.002339
	0
	1
	11.192

	CRIM1.1
	0.006757
	0
	1
	12.722

	EVM.25
	2.387757
	0
	1
	21.187

	ZNF709.6
	0.032664
	0
	1
	14.995

	ZNF709.9
	0.005587
	0
	1
	12.448

	MCCC2
	0.002619
	0
	1
	11.355

	EVM.27
	0.017866
	0
	1
	14.125

	GNG12
	0.003803
	0
	1
	11.893

	PGM1
	0.005106
	0
	1
	12.318

	JUN
	0.003247
	0
	1
	11.665

	C8B
	0.007744
	0
	1
	12.919

	PRKAA2
	0.015676
	0
	1
	13.936

	DHCR24
	0.013774
	0
	1
	13.750

	TTC22
	0.013819
	0
	1
	13.754

	LDLRAD1
	0.002979
	0
	1
	11.541

	DIO1
	0.009159
	0
	1
	13.161

	EVM.30
	0.038838
	0
	1
	15.245

	EVM.31
	0.007281
	0
	1
	12.830

	FOXO6
	0.003124
	0
	1
	11.610

	TIE1
	0.014375
	0
	1
	13.811

	EVM.34
	0.032403
	0
	1
	14.984

	KLF17
	0.007322
	0
	1
	12.838

	ZSWIM5
	0.011378
	0
	1
	13.474

	DMBX1
	0.004058
	0
	1
	11.987

	CYP4A11
	0.002480
	0
	1
	11.276

	AGBL4.1
	0.391589
	0
	1
	18.579

	CDKN2C
	0.002108
	0
	1
	11.042

	NDUFAB1
	0.003546
	0
	1
	11.792

	SMIM12
	0.014668
	0
	1
	13.841

	EVM.40
	0.151872
	0
	1
	17.213

	ZBTB8A
	0.007310
	0
	1
	12.836

	IQCC
	0.007430
	0
	1
	12.859

	OTUD6B
	0.024765
	0
	1
	14.596

	TRNAU1AP
	0.019544
	0
	1
	14.255

	SMPDL3B
	0.012417
	0
	1
	13.600

	FCN3
	0.001415
	0
	1
	10.468

	MAP3K6
	0.014594
	0
	1
	13.833

	CRYBG2
	0.024625
	0
	1
	14.588

	EVM.44
	0.059475
	0
	1
	15.860

	TMEM50A
	0.017742
	0
	1
	14.115

	SCAND1
	0.002351
	0
	1
	11.200

	TBX18
	0.002769
	0
	1
	11.435

	RAET1E.2
	0.046760
	0
	1
	15.513

	ULBP3
	0.010053
	0
	1
	13.295




	Gene
	Reproductive
	NonReproductive
	Specificity Score
	log2FC

	IPCEF1
	0.007909
	0
	1
	12.950

	RNASET2
	0.003305
	0
	1
	11.691

	POLR2D.1
	0.063864
	0
	1
	15.963

	RBM43
	0.006302
	0
	1
	12.622

	RND3
	0.003803
	0
	1
	11.893

	SPOPL
	0.011922
	0
	1
	13.541

	TMEM177
	0.004899
	0
	1
	12.258
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