Table S3

Primer sequences and annealing temperatures used in this study

Gene Primer name Sequence (5'-3") Annealing Source

temperature (°C)

coxl

168

18§

28§

H3

LCO1490 GGTCAACAAATCATAAAGATATTGG 48 tm
HCO2198 TAAACTTCAGGGTGACCAAAAAATCA

ex-F GTGAAAAAGGCGTGGGAACT 55 this study
ex-R CTCCCGTAGGAACAGCAATGA

16Sar CGCCTGTTTATCAAAAACAT 48 @2l
16Sbr CCGGTCTGAACTCAGATCACGT

29F WAYCTGGTTGATCCTGCCAGT 55 Bl
1789R GATCCTTCYGCAGGTTCACCTAC

285C1 ACCCGCTGAATTTAAGCAT 52 4
28SC4 TCGGAGGGAACCAGCTACTA

H3F ATGGCTCGTACCAAGCAGACVGC 56 Bl
H3R ATATCCTTRGGCATRATRGTGAC

H3af ATGGCTCGTACCAAGCAGACVGC 49 (6]
H3ar ATATCCTTRGGCATRATRGTGAC
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