A Alpha-Diversity (Shannon) by Treatment
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B Alpha-Diversity (inv_simpson) by Treatment
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C Alpha-Diversity (Shannon) for Fungi by Treatment
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[D Alpha-Diversity (inv_simpson) for Fungi by Treatment
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Figure S1. Alpha diversity across different treatments by using Shannon and Inverse Simpson indices.
Boxplots showed that alpha diversity as measured by Shannon index (A) and Inverse Simpson index (C) for
bacterial communities did not show significant differences across different treatments. For fungal
communities, alpha diversity as measured by Shannon index (B) and Inverse Simpson index (D) also did not
show significant differences across different treatments.



