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Figure S7. CARlasso chain graph model with fumigation status and treatment as predictors
(A) and only fumigation status (B) among the 10 most differed fungal taxa as responses.
Predictors are represented as triangle nodes, and responses are represented as circle nodes. Red
edges mean positive interactions, and the blue edges mean negative interactions. Edges are also
weighted by effect size with higher weight represented with higher opacity and more width.



