A Subnetwork Shared Among All Three Fumigation Status

FRCHI6T67

iri Saccharospirilla o :
Magnetospirillaceae b P he Rhizobiales_Incertae_Sedis

Xanthobacteraceae
Candidatus_Desul forudis s - Y | . AR

hep(ol}-ngbyuNT.l._ : 4 \ .

. . : . Hyphomicrobiaceae

. \ S / .. \ ; Desulfovibrionaceae

Bradymgugdaceae

C}'ano‘criaceae P \4
Geitle‘)azac_eae

3 4 possi’ti_l_ﬁ!ily_(}i
I.imnnﬂchq i

- ’ ".l F ¥ .. : = .... . SB_S
Nostocaceae " A/
@< N . LH041
Defluviitaleaceae . B . f -
. == '.-:::. I : P . . Rhodymeniophycidae_fa

Family_IlI
Glycomycetaceae

Gracilibacteraceae Fuzebyaceae

Entotheonellaceae

. Adinobacteria . Cyanobacteria . Fibrobacteres . Florideophycidae . Spirochaetes

Phylum

. Bacteroidetes . Entotheoneliaeota . Firmicutes . Proteobacteria . Unknown_Phylum
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Figure 5. Microbial co-occurrence subnetworks of bacterial families and fungal genera across
fumigated and non-fumigated soils. Each circular network represents a unique subset of microbial
interactions: (A) shared bacterial families among all three fumigation statuses, (B) bacterial families
specific to past fumigation, (C) shared fungal genera among all three fumigation statuses, and (D) fungal
genera specific to past fumigation. Nodes represent taxa, and edges represent interactions between the
taxa (positive or negative). Recent fumigated soils showed a difference in both bacterial and fungal taxa
distribution as compared to non-fumigated and past fumigated soils.



