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Supplemental Fig. 1 GO classifications of the DEGs in ST68 and SS9 under salt stress.
(a) GO classifications for the annotated DEGs between SS9 treated with NaCl (SS9 + NaCl) and

untreated SS9, detailing the major biological processes, cellular components, and molecular functions

affected. (b) GO classifications for the annotated DEGs between ST68 treated with NaCl (ST68 + NaCl)

and untreated ST68, highlighting the primary biological, cellular, and molecular changes induced by

salt stress.



