Supplemental TableS6. Selection of primer sequences with polymorphism
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GCAATTGAACAGCAAAATGC
AGGTTCCAGGAAACCATCAA
AGAGTTTTTCCAGAGCACGC
TTGACTGGTGGGCAACAATA
TCTGCAGCCCTTCTGTTCTT
CTATGTCAACCGGCACGAC
CTTGTACACGTGCCCGAAC
TGATGGCTTCCACATGAAAA
GCGAGGAAGAAGAGGGAAAT
TCGACAGACATCTTGAACCG
TATATTAACTCGCCGGTCGC
TTGACAAGCACAAACAAGGC
TTGACAAGCACAAACAAGGC
AACCACCACCGACATCTCA
GAACCCGTCTCCAACATCAT
TGTCCTGTCGTCTAGGCCAT
CCTCAGCCTCCGCTACAAC
CTAGGGAAAAAGACCACGCA
ATCCTGCCTTGTTTGTCCTG
TCAGAGTCAAAGCTAGCGCA
GTCTCGCCGTACCCGTAGTA
AACCGATGATACATAGGCGG
GATATGGCACTAGCCGAGGA
TCATCACCGTTCCTAGCTCC
CTCTCGTTTCGATGCTTCCT
CGGCGGTTACCATATCAACT
CGTGAGACTGAATTCCAGCA
TTAACGCGACACACACCCTA
TGGATCTGCATGGACTTGAC
CTGTGAAGTCCTGCCCAAAT
GATGGCTGGCTAGCAAAGAG
TGTGCTAATCCAAAGGGCTC
TGAACTCCACGGCTAAATCC
GCTCATGTTATGCGTTGTGG
CCCATCGATCTACCACCTGT
AATCGATCCTCCCTCCTCTC
GAACTGGAACCCCAGGATG
CGCATCAGTCCAAGAAATCA
CCTTCACTCAGGGGACGAC
ACTCCCGTCTCAACATTTGG
TAGTGGTGACCATGGTGGTG
GCGGAAGGAATAACAGGTCC
CCAACTCGCTTGGGACTAAA
CAGAAAGCCTCTCGATCCAA
AGGCTGATCTTGGTTGCTGT

CTGCAGATACGGCTAGACCC
AAAGCTGGAGAGGGGATCAT
AGAGTTTTTCCAGAGCACGC
TTGACTGGTGGGCAACAATA
GGGATGACAGTGATGCTGAA
GGTACGTGCTCTAGCAACCC
CCCCAGCGGATTTCTTCTAC
AACGTCCAACAGGAACATCC
CACTGAGCCGCATCGTACT
CACATTTCCTTTCCAGAGGC
ACGAACATTCAGGCGAGAAC
TGGCTCGCTCAATCTATGTG
CTAGTTCACAGCACCGTTGG
CACCATCTTCGGAAGGCTTA
AATCGGGAGACGAGGAAAGT
GTCGGGCTTGCTCATGTACT
ACGAAGCGGTTGTTCTCG
GAAGTGGAGCTGCTTCTTGG
TCTGAGGCGACTTCTTCCAT
TCACCTTCGAGCATTAGCCT
TGGAGGTGGTGAAGAAGGAC
GCAAAGGCAGTAGCAACCAT
AACGCCCAAAAAGAGCACTA
AGATGGCGACGGTAAATACG
TTCAATTGCTCCGGTTTTTC
GTTAATTGGAGTTGGGCAGC
GAAGGAGAAGAGCAGCAGGA
CAGCCTCGTCGTTCTTCTG
ACGCAAATAGGGTTAGGAGGA
CTCCCCTCTCCTCTCCTCTG
GCCTCAATTTTCCTTTTTCTTTC
CAGCTACCCAAACCTAGCCA
TGCCATCCATTACAAGAGCA
GCAAGATATCTCGGCTGGTC
GCGGACACCATCTTCCTATC
TCACCAGGATCGTCCTAACC
GGAGAAGGCGAGGAAGACAC
GCAAGCAAAGATCAAGGCTC
GTACTGGAGCAGGCTGAAGG
GAACCAAAGAGCAGGAGTCG
GCGGAAGGAATAACAGGTCC
TCCATGAATTCCAGGCAAAT
CATTCTGATTGCTGGCATGT
ACTAGCAGCAGCAGCAACAA
GCCTTACGTGTTCACGCTCT
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