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GTTCGATCCTGGCTCAGGATGAACGCTGGCGGCATGCTTAACACATGCAAGTCGGACGGG
GTTG.ATCCTG.GTCAGTATGAACGCTTGCTGCATGCTT.ACACATGCAAGTCGAACGGG

AAGTGGTGTTTCCAGTGGCGGACGGGTGAGTAACGCGTAAGAACCTGCCCTTGGGAGGGG
AAGTGGTGTTTCCAGTGGCGGACGGGTGAGTAACGCGTAAGAACCTG.CCTTGGGAGGGG

AACAACAGCTGGAAACGGCTGCTAATACCCCGTAGGCTGAGGAGCAAAAGGAGGAATCCG
AACAACAGCTGGAAACGGCTGCTAATACCCG.TAAGCTGAGGAGCGAAAGGAGGAATCCG

CCCGAGGAGGGGCTCGCGTCTGATTAGCTAGTTGGTGAGG.CAATAGCTTACCAAGGCGA
CCCAAG.GAGGGCTCGCGTCTGATTAGCTAGTTGGTGAGGGTACTAGCTTACAGG. .CGG

TGATCAGTAGCTGGTCCGAGAGGATGATCAGCCACACTGGGACTGAGACACGGCCCAGAC
TGATCAGTAGCTGGTCCGAGGG. .. .ATGACACACACTGG.GATGAGACAAGGCCCAGAC

TCCTACGGGAGGCAGCAGTGGGGAATTTTCCGCAATGGGCGAAAGCCTGACGGAGCAATG
TCCTACGGGAGGCAGCAGTGGGGAATTTTCCGCAATGG. .GGAAGCCTGACG.AGCAATG

CCGCGTGGAGGTAGAAGGCCTACGGGTCCTGAACTTCTTTTCCCAGAGAAGAAGCAATGA
CCGCGTGGAGGTAAAAGGCCTACGGGTCATGAACTTCTTTTCCTGGAG.AAAACCAATGA

CGGTATCTGGGGAATAAGCATCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGA
CGGTATCTGGGGAATAAGCATCGGCTAACACTGTGCCAGCAGCCGCGGTAAGACAGAGAT

TGCAAGCGTTATCCGGAATGATTGGGCGTAAAGCGTCTGTAGGTGGCTTTTTAAGTCCGC
G..CAGCGTTATCCGGATGATTTGGGCGTAAAGCGTCTGTAGG.GGCTTTTTAAGTTCGC

CGTCAAATCCCAGGGCTCAACCCTGGACAGGCGGTGGAAACTACCAAGCTTG.AGTACGG
CG..CAATCCCAGG.CTCAACCTG..ACAGGTG.TGAAAACTACTAAGCTAGGAATACGG

TAGGGGCAGAGGGAATTTCCGGTGGAGCGGTGAAATGCGTAGAGATCGGAAAGAACACCA
TAGGGGCAGAGG.AATTTCCGGTGGAGCGATGAAATGCGTAGAGATCGGAAG. .GAAACC

ACGGCGAAAGCACTCTGCTGGGCCGACACTGACACTGAGAGACGAAAGCTAGGGGAGCGA
ACGGCGAAAGCACCTG..CTGGCCGACACTGACACTGAGAGACGAAAGCTAGGGGAGCGA

ATGGGATTAGATACCCCAGTAGTCCTAGCCGTAAACGATGGATACTAGGCG.CTGTGCGT
ATGGGATTAGATACCCCAGTAGTCCTAGCCG.AAACGATGGATAAAGGGCGGCTGTGCGT

ATCGACCCGTGCAGTGCTGTAGCTAACGCGTTAAGTATCCCGCCTGGGGAGTACGTTCGC
ATCGACCCGTGCAATGCTGTAGCTAACGCG.TAAGTATCCCGCCTGGGGAGTAAGTTCGC

AAGAATGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAA
AAGAATGAAACTCAAAGGAATG.ACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAT

TTCGATGCAAAGCGAAGAACCTTACCAGGGCTTGACATGCCGCGAATCCTCTTGAAAGAG
TCGATGCATAAGCGAAGAACCTTACCAGGGCTGACCATGCCGCGAATCTACTTTGAAAGA
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AGGGGTGCCTTCGGGAACGCGGACACAGGTGGTGCATGGCTGTCGTCAG.CTCGTGCCGT
TAGGATTGCTGTCGGAACGCGGACACAGGTGGGGCATG.CTGTCGGCAAGCTCGTGCCGT

AAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGTIGTTTAGTTGCCACCGTTGAG
GGTG...TTGGTTTAGTCCCGCAACGAGCGCAACCCTCGGGTTTAGTTCCAACT. .TTAG

TTTGGAACCCTGAACAGACTGCCGGTGATAAGCCGGAGGAAGGTGAGGATGACGTCAAGT
TTGGGAACCCTGAACAGACTGCCGGTGATAAGCGTAGGAAGGTGAGGAATGACGTCAAGT

10 20

1 30

............................ CA[EMTGCTACAATGGERNGGGACAAAGGITCG]

CATCATGCCCCTTATGCCCTGGGCGACA[SIACG . puelopiyNey.V.Qigefe C Clefefey Yoy 9:V:Yefe Glgefe

CATCATGCCCCTTATGCACTTGGCGACA[SFIAC GpyelogiyNoy.V.Qifefein A[efefey.Noy. 9. V:Yefe Afpjefe
A

............................ CA...TGCTACAATGG. .GGGACAAAGG.TCG
70 80 90

50 60

40
CGA[ECCEGEGEYe G TGAGCTAACTICAAAAINCCIMETCCTCAGTTCG[GATTGUNA GG CUNEC A
CGANCCHGEGhYEGIETGAGCTAACTOCAAAAINCC[ETCCTCAGTTCG[GAT TG[®AGGClNECA
CGA[SCCIEGING[ENNGETGAGCTAACTINCAAAAGCCIENTCCTCAGTTCGHATTGINAGGC[EC 2
CGA.CC.G.G..G.TGAGCTAACT.CAAAA.CC..TCCTCAGTTCG.ATTG.AGGC. .CA

100 110 120 130 140 150
ACTCGCCTRICATGAAGCEGIeAUNNEIONWNE TAATCGCCGGTCAGECATACGGCGGTGAATT
ACTCGCCT[ECATGAAGCEGeAUNEIoNWNE TAATCGCCGGTCAGECATACGGCGGTGAATT
ACTCGCCTRICATGAAGC[EGINAINUCINPNEMI TAATCGCCGGTCAGMCATACGGCGGTGAATT)

ACTCGCCT.CATGAAGC.G.A. . ... ... TAATCGCCGGTCAG.CATACGGCGGTGAATT
160 170 180 190 200 210

CGTTCC[MGG[ECCTTGTACACACCGCCCGTCACACTATGGGAGCTGECCATGCCCGAAGT
CGTTCCEGG(CCTTGTACACACCGCCCGTCACACTATGGGAGCTGECCATGCCCGAAGT|
CGTTCC[EGGHCCTTGTACACACCGCCCGTCACACTATGGGAGCTG[J§CCATGCCCGAAGT]

CGTTCC.gg6CCTTGTAg%gACCGCCCGTCACACTATGGGAGCTG..CCATGCCCGAAGT

CG TN C C T T A A C C G C A A€ Gl ;Y €
(ofediy T Alofol iy VNl ofefoy . WAG[EIAGGGGGGTG. . CCGAAGGCAGGGCTAGTGACTGGAGTGAAG
[ofelyA Clofop P V. Nofofefoy VAA[EIGAGGGGGATGACCGAAGGCAGGGCTATG. .ACTGAGTGAAG
CGT . .CCTTARACCGCAA . Gt i i ittt et e e e e e et et e et e e e e e e e e et e
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