_/92— Magnaporthiopsis cynodontis KR10-6
-/98_|L Magnaporthiopsis cynodontis TPC5-3
1/90 Magnaporthiopsis cynodontis RS7-2
1/100 Magnaporthiopsis panicorum CM10S2
1/100 — Magnaporthiopsis rhizophila M23
1/98 _|—_Magnaporthfopsis poae TAP41
Magnaporthiopsis incrustans WW3-5
Nakataea oryzae M21
UL[ Nakataea oryzae M69
Nakataea oryzae M71
Gaeumannomyces graminis var. avenae CBS 187.65
/77 Gaeumannomyces graminis var. tritici M55
/84| Gaeumannomyces graminis var. graminis GSGC15-4
-/76 Gaeumannomyces paulograminis RS7-1
———— Buergenerula spartinae ATCC 22848
Slopeiomyces cylindrosporus CBS 610.75
Candidacolonium agrostis 13g11
1/99  Candidacolonium agrostis 13g12
Candidacolonium agrostis JH1
Candidacolonium agrostis JH2
Candidacolonium cynodontis HP24-3
-/ 95{ Candidacolonium cynodontis HP38-4
_/o41 Pseudophialophora eragrostis CM12M9
1/92 FPseudophialophora eragrostis CM20M5-2
Pseudophialophora schizachyrii AL2M1
— Pseudophialophora panicorum CM95S6
Pseudophialophora cynodontis RW3-4
Ommidemptus affinis ATCC 200212
Pyricularia grisea M83
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Fig. S1. Majority rule Bayesian phylogenetic tree derived from /7S DNA sequence data sets. Nodes having
Bayesian inference posterior probabilities = 0.95 and maximum likelihood bootstrap values = 75% are

shown. The tree is rooted with Pyricularia grisea M§3.



