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I— Multiple Synteny

Use the mouse wheel to zoom. Click the lefi-side button to enable genome position snapping.

nanas comosus (BL.v1.0.0)

Ananas comosus (GP v1.0.0)
|

Ananas comosus (LY V1 00)

Left-drag genomes to move them. Right-click two genomes to create a link. Double-click a hovered link to switch its shape
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File Operations & Functional Analysis
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Genome Properties

Name

Ananas comosus (BL.v1.0.0)

Chromosome
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h2tg0000241_b1. hap?_RagTag
h2t0000271_b1. hap?_RagTag

Highlights

Highlight Set [<None=

Only sets from the selected genome are shown.
Region Sets keep oniginal intervals.
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