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Supp. Fig. S4. Detailed FZD 3D Tree Alignment view for protein-guided CDS analysis (up)
and direct CDS analysis (bottom). The view aligns NJ, ML, Bl, and MP trees, with TDI and
BDI shown in the upper left. Stable FZD relationships include FZD3/FZD6, FZD5/FZD8, and
FZD9/FZD10, whereas FZD1/FZD2/FZD7 show less stable branching.



