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Supplementary Fig. 3 PacBio High-Fidelity (HiFi) contig anchoring using high-throughput

wiB

chromosome conformation capture (Hi-C) data. The blue frames represent pseudochromosomes,
while the green frames represent contigs. Most chromosomes consist of a single contig, except for
the fourth blue box, which contains two contigs, thereby introducing a gap. The x- and y- axis

showing cumulative length in millions of base pairs (Mb).



