
5

4

3

2

1

0

73 %

39 %

50 %

72 %

15 %

19 %

1579 / 17856

992 / 17331

3636 / 13094

839 / 13824

1389 / 13220

17086 / 19825

2888 / 15765

1281 / 13733

69 / 5059

111 / 7669

129 / 12273

67 / 3748

991 / 10052

(AB)(AB) (AB)A (AB)B
0 991 188 352 451
1 67 10 0 57
2 129 93 0 36
3 111 55 0 56
4 69 27 0 42
5 1281 934 0 347

GD type
GD numberNode id

Aquilegia coerulea

Papaver somniferum

Hypecoum procumbens

Capnoides sempervirens

Ceratocapnos vesicaria

Corydalis sheareri

Corydalis tomentella

Fig. S5 The detection of whole-genome duplication based on tree2GD analysis. The upper 
left box was the statistics of duplicated gene families. Node ID corresponds to the node 
number in the tree. Gene duplication (GD) number is the number of duplicated gene 
families at each node. GD type is the number of each type of duplicated gene families. 
The numbers in orange box below nodes is the number of duplicated gene families/total 
gene families, the corresponding green box is the percentage of (AB)(AB) types.


