Amborella trichopoda

Inter-genomic comparison: C. sheareri vs Vitis vinifera (14,333 gene pairs)
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Inter-genomic comparison: C. sheareri vs Amborella trichopoda (9,289 gene pairs)
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Fig. S4 The inter-genomic comparison and syntenic depths analyses among C. sheareri,
Vitis vinifera and Amborella trichopoda.



