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VcAP2-26 PV TIDESEVGTASSEIREAAVNFPRAHWY| '_KFC.QSEP,..VGGGSG...
VeAP2-31 B[V 1] /DESEVGTASGEIREAAVNFPRAHWV|GVKFC.QSEP...VGGGSG. ..
AT4G36920 L[V IMDSNGGGVA....... SGFPRAHWFGVKFC.QSDLATGSSAGKATNVAAAVVEPAQP
VcAP2-20 R|V JEAPEVGATS....GGGSNFPRAHWVIGVKFS . QSNPLVAAGGGDG. . .AGAGAGAAQP
VeAP2-32 R JEAPEVGATS....GGGSNFPRAHWV| KFS.QSNPLVATGGGDG
AT5G67180 DV QSME . .+« s34+ PGVRWS| INSVGKSDP...SGSGRP.....EEPEISPP
VcAP2-19 L|v VARGSGVGDSSSESK. ..SLLRPQWLNILSSSGSDOMIKFQQKQQ .
VecAP2-27 LV IARGSGVGDSSSESK. SLLRPQWLNILSGSGSDOMIKFQQKQQ
VcAP2-24 L|v J/ARGSGVGDSSSESK. SLLRPQWLNILSGSGSDQMIKFQQ. .
VcAP2-28 o JEQG..LWKASISCS. QHVR..|. .|.|.|. - . SATIQQKKFRKLFP
AT2G28550 S|V VISGDCGHLRDVE. . GSSSSRNWI SFDRIGDGETKLVTPVP
VcAP2-23 F|v ISRDGEFTPGQSSAP. .LVRPDWV SFDESRRGGVPEVRVLG
VcAP2-25 Fl SRDGEFTPGQSSAP. . LVRPD[W V| SFDESRRGGVPEVRVLG
VcAP2-21 T|V /SGGGDRLMYGHEVSN.SVVLGPN|SMD[LSFNQAKIVQQQPQ. .
VcAP2-29 L welefsSVR . v vttt et e e
VcAP2-22 LVTKQL'P\’SGGGGVVVEASNSR ....... PQWLDILSVRAEKQAP
VcAP2-30 L[V VNGGGGVVVEASNSR. ...... PQWLDDLISVRAEKQAP

AP2 domain
170 180 199 20? 219
VeAP2-26 S[—IWSCL,FQ\/YL ABIAAAREBSID RAATIKFRGEESAD I N Fjlfid T\
VcAP2-31 GIAAARESIDRAAIKFRGUEENAD IN F 8N T
ATA4G36920 BIAAARESIDRAAIKFRGUESAD INFRBl IT [
VcAP2-20 WMAAARESID RAAIKFRGEINAD INFERNIY IN
VchAP2-32 £ IMAAARESIDRAAIKFRGEINAD I N FERSIH MIN
AT5G67180 ABIAAARESID RAAIKFRGENAD I N F|saiiy G
VcAP2-19 c MAAAREMIDRAAIKFRGESNAD I N FRpS(e [N
VecAP2-27 WMAAARED RAAIKFRGESIAD INF M IN b
VcAP2-24 WMAAARNMMDRAAIKFRGESSAD INFRMS N
VcAP2-28 WMAAARSEIDRAAIKFRGEEAD I N FBfie IN R
AT2G28550 BIAAARBSDRAAIKFRG |AD INF R /IO
VcAP2-23 BIAAARBMIDRAAIKFRGESMAD I N FBS KB
VcAP2-25 SH BIAAARBSID RAAIKFRGEESAD I N FRMS IEC[p
VcAP2-21 11 {QVY ABIAAARESID RAAIKFRGEANAD I N Fiafs K[
VcAP2-29 BIAAARBSD RAAIKFRGISSAD IN FRRS] K[
VcAP2-22 BIAAAREBSID RAAIKFRG|SSAD I NFRRES] K[
VcAP2-30 BIAAARESYD RAAIKFRGISSAD I N FRNIS] K[
AP2 domain
29q 30(?

VcAP2-26 EAARAYDKAAIKCNIGKEAVTNE]
VcAP2-31 EAAR Y T
AT4G36920 EAARAYDKAAIKCNIGKDAVTNE 3
VcAP2-20 EAARAYDKAAIKCNIGKEAVTN F|
VcAP2-32 EAARYVCGA. .
AT5G67180 EAARAYDKAAT
VcAP2-19 EAARAYDKEAI
VcAP2-27 ele .. .AYDKEAIR
VcAP2-24 .AYDKEAI
VcAP2-28 EAARAYDKEAIRCH
AT2G28550 EAARAYDKAAINT
VcAP2-23
VcAP2-25
VeAP2-21
VcAP2-29 KAAMKFN
VeAP2-22 KAAMK FIN|
VcAP2-30 0 SLISIQHL FIIRAYDKAAMKEN

Figure S1. Multiple sequence alignment of the amino acid sequence

members in Arabidopsis and blueberry.
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WSSPP
WSSPP
DLNLWSSPP
DLNLWSSPP.
GISLISTGNAPKQNGR......
DLNLGVSTP.FVDGSKNNGNL
DLNLGVSTP.FVDGSKNNGNL
DLNLGISTPSSGDGPKDNERL
LDLNLGIATPYFADGQRGNNDL
DLNLGIATPYFADGQRGNNDL
LDLNLIGIATPYFADGQRGNNDL

of euAP2 subgroup



