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Figure S2. Conserved motifs analysis of CsDOFs. (a) Conserved motifs of CsDOF
proteins identified with the MEME search tool. Motifs are represented by boxes. The

numbers (1-10) and different colors in boxes represent motif 1-motif 10, respectively.

Box size indicates the length of motifs. (b) Sequence logo of conserved motif of

CsDOF proteins in sweet orange.





