ProtScale output for user_sequence TMHMM posterior probabilities for MDO2G1155400
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XP_007202265.1 Prunus persica
XP_008241617.1 Prunus mume
XP_021809530.1 Prunus avium
XP_034224227.1 Prunus dulcis
XP_008338895.2 Malus halliana
XP_009379176.2 Pyrus x bretschneideri
XP_004300591.1 Rosa chinensis
XP_050388283.1 Rosa rugosa

XP_024182470.1 Fragaria vesca subsp. vesca

XP_062010878.1 Potentilla anserina

Figure S3 Protein sequence analysis of MhGATLI. (a) Schematic diagram of MhGATLI protein
affinity / hydrophobicity analysis. (b) Transmembrane structural domains of MhGATLI. (c)

Phylogenetic analysis of this protein of MhGATLI1 from M.halliana and other species.



