Table S1. Distribution of bZIP transcription factors across plant species
	Species (latin name)
	Family
	Genome Size (mbp)
	bZIP Gene Count

	Actinidia chinensis planch
	Actinidiaceae
	~554
	81[1]

	Andrographis Paniculata
	Acanthaceae
	—
	62[2]

	Ananas comosus
	Bromeliaceae
	—
	57[3]

	Arabidopsis thaliana
	Brassicaceae
	~135
	75[4]/78[5]

	Artemisia annua
	Asteraceae
	—
	61[6]

	Benincasa hispida
	Cucurbitaceae
	—
	61[7]

	Beta vulgaris
	Amaranthaceae
	~714-758
	48[8]

	Bletilla striata
	Orchidaceae
	—
	66[9]

	Camellia sinensis
	Theaceae
	—
	74[10]

	Cannabis sativa
	Cannabaceae
	~746
	51[11]

	Carthamus tinctorius
	Asteraceae
	—
	52 [12]

	Castanea mollissima Blume
	Fagaceae
	—
	59[13]

	Chenopodium quinoa
	Amaranthaceae
	~1390
	94[14]

	Cinnamomum Camphora
	Lauraceae
	—
	89[15]

	Cucumis sativus
	Cucurbitaceae
	––
	64[16]

	Elaeis guineensis
	Arecaceae
	—
	97[17]

	Fragaria × ananassa
	Rosaceae
	—
	54[18]

	Ginkgo biloba
	Ginkgoaceae
	~9870
	40[19]

	Glycine max
	Fabaceae
	~978-1115
	131[20]

	Glycyrrhiza uralensis
	Fabaceae
	—
	66[21]

	Gossypium hirsutum L
	Malvaceae
	—
	197[22]

	Hordeum vulgare L
	Poaceae
	~5300
	92[23]

	Jatropha curcas
	Euphorbiaceae
	—
	50[24]

	Juglans regia
	Juglandaceae
	~620-667
	88[25]

	Liriodendron chinense
	Magnoliaceae
	—
	45[26]

	Litchi chinensis
	Sapindaceae
	—
	54[27]

	Litsea cubeba
	Lauraceae
	—
	68[28]

	Mālum Persicum
	Rosaceae
	—
	47[29]

	Malus domestica
	Rosaceae
	~651
	112[30]

	Nicotiana tabacum
	Solanaceae
	~3990
	77[31]

	Olea europaea
	Oleaceae
	—
	103[32]

	Oryza sativa
	Poaceae
	~500
	89[33]

	Osmanthus fragrans
	Oleaceae
	—
	116[34]

	Passiflora edulis
	Passifloraceae
	—
	56[35]

	Pennisetum typhoideum Rish
	Poaceae
	—
	98 [36]

	Piper nigrum L
	Piperaceae
	—
	59[37]

	Pisum sativum
	Fabaceae
	—
	87[38]

	Platycodon Grandiflorus
	Campanulaceae
	—
	47[39]

	Pleurotus ostreatus
	Pleurotaceae
	—
	11[40]

	Populus trichocarpa
	Salicaceae
	~500
	86 [41]

	Pyrus spp
	Rosaceae
	—
	84[42]

	Solanum lycopersicum
	Solanaceae
	~828
	69[43]

	Solanum tuberosum
	Solanaceae
	~840
	49[44]

	Stevia rebaudiana
	Asteraceae
	—
	105[45]

	Vicia faba Linn
	Fabaceae
	—
	18 [46]

	Vigna angularis
	Fabaceae
	~538
	72 [47]

	Vigna radiata
	Fabaceae
	~494-579
	75[48]

	Vitis vinifera
	Vitaceae
	—
	47[49]

	Zea mays
	Poaceae
	~2400
	125[50]
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