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Supplemental Figure 2 

Sequence analysis of VvERF75. (A) Phylogenetic analysis of VvERF75 and other proteins in the ERF family that represent each of the 12 subfamilies in Arabidopsis thaliana. (B) Phylogenetic analysis of VvERF75 and the ERF IX subfamily proteins in Arabidopsis thaliana. The phylogenic trees were constructed using MEGA 7 (neighbor-joining method, 1000 bootstraps using). The red circle indicates VvERF75. (C) Multiple amino acid sequence alignment of VvERF75 and homologous proteins. The alignments were performed using ClustalX. Conserved amino acid residues were denoted by black and light gray shading. The AP2/ERF domain is underlined with a black line. Predicted α-helix and β-sheet regions were represented with black bar and arrowheads. The amino acid sequences were obtained from The Arabidopsis Information Resource (TAIR) database and National Center for Biotechnology Information (NCBI) database. 

