>@Ginkgo biloba evm.model.chr8.380
MAASAMTASYQSLHFCLQSKNMASPECILKSFSLPCSRFNGVSTSLGASNGQYMGFRGHL
RKGLLSSRGVMSSGSLNTVAQLVSEAETVKEKKDFEFDFKKYMYSKAISVNEALDKAVPT
HYPEKIHESMRYSLLAGGKRVRPALCIAACELVGGTEDLAMPAACAMEMIHTMTLIHDDL
PCMDNDNLRRGKPTNHKAFGEDTAVLAGDALLSFAFEHIARSTSKTVESERVLRVICELGK
SIGSEGLVAGQIVDIASEGDTSVDLKTLEYIHLHKTAVLLECSVVSGAIIGGASEEEIERTRRY
ARCVGLLFQVVDDILDVTKTSEELGKTAGKDLISDKATYPKLMGLEKAKEFAVELVNKAK
EELSYFDPVKAAPLLGLADYIAFRQN

>Picea abies ~ACA21461.1
MAYSGMAASYHGLHFMTIATQECSLKRGSIPSRRFHGVPTSLWSSNGFQGHLKRQLSAYT
FLVSSSRCSSTIAQLANLREEVKEVIKFDFKEYLLSKAMAVNEALDRAVQLRYPEKIHEAM
RYSLLAGGKRVRPVLCIAACELVGGTEKLAMPTACAMEMIHTMSLIHDDLPCMDNDDFR
RGKPTNHKVFGEGTAVLAGDALLSFAFEHIAVSTSKSVGSDRILRVVSELGRTIGSQGLVGG
QVADITSEGNASVDLDTLEWIHIHKTAVLLECSVVCGAIISGASENEIERVKRYARSVGLLF
QVVDDILDVTKSSKELGKTAGKDLISDKATYPKLMGLEKAKQFAVELLDRAKENLSCFDP
MKAAPLLGLADYIAFRQN

>Abies grandis AAL17614.2
MAYSGMATSYHGLHFMNIATQECNLKRLSIPSRRFHGVSPSLWASNGFQGHLKRELSANS
FLVSSSRYSNTIAKFTNLPEKVKEKVIEFDFKEYLRSKAMAVNEALDRAVPLRYPERIHEA
MRYSLLAGGKRVRPVLCISACELVGGTEEVAMPTACAMEMIHTMSLIHDDLPCMDNDDF
RRGKPTNHKVFGEGTAILAGDALLSFAFEHIAVSTSKSVGTDRILRVVSELGRTIGSQGLVG
GQVADITSEGDASVDLDTLEWIHIHKTAVLLECSVMCGAIISGASDNEIERIQRYARSVGLL
FQVVDDILDVTKSSKELGKTAGKDLISDKATYPKLMGLEKAKQFASDLLIRAKEDLSCFDP
MKAAPLLGLADYIAFRQN

>Picea glauca AHE15048.1
MAYSSMAPSCHCLHFMNIVSQECNLKRVSIQSRRFRGLSTSLWSSGGFQGHLKRELSAYR
HLVSSLRCSNTNAQLANLSEQVKEKVTEFDFKEYMRSKAMSVNEALDRAVPLRYPEKIHE
AMRYSLLAGGKRVRPILCIAACELVGGSEELAMPTACAMEIIHTMSLIHDDLPPMDNDDLR
RGKPTNHKVFGEGTAVLAGDALLSFAFEHIAVSTSKTVESDRVLRVVSELGRAIGSEGVAG
GQVADITSQGNPSVGLETLEWIHIHKTAVLLECSVASGAIIGGASEDEIERVRKYARCVGLL
FQVVDDILDVTKSSEELGKTAAKDLLSDKATYPKLMGLEKAKEFADELLGKAKEELSFFN
PTKAAPLLGLADYIAQRQN

>Abies grandis AANO01133.1
MAYSCMAASCHGLHFMNIASQECNLKRGIIPSKRLHGISSSLWASNGFQGHLERDLSAYR
HLVSSSRCLNTIAMLSNLSEQAKEKATEFDFKEYLHSKAISVNEALERAVPLRYPEKIHEA
MRYSLLAGGKRIRPILTIAACELVGGSEELAMPTACAMEMIHTMSLIHDDLPSMDNDDLR
RGKLTNHKVFGEGTAVLAGDALLSFAFEHIAVSTRKTVASHRVLRVVSELGKAIGSQGVAG
GQVADITSEGDPSVGLETLEWIHIHKTAVLLECAVVSGAIIGGASENEIERTGRYARCVGLLF
QVVDDILDVTRSSEELGKTAGKDLVSDKATYPKLMGLEKAKEFADELLDRAKEELSCFNP
AKAAPLLGLADYIALRQN

>Taxus canadensis AAD16018.1
MAYTAMAAGTQSLQLRTVASYQECNSMRSCFKLTPFKSFHGVNFNVPSLGAANCEIMGH



LKLGSLPYKQCSVSSKSTKTMAQLVDLAETEKAEGKDIEFDFNEYMKSKAVAVDAALDK
AIPLEYPEKIHESMRYSLLAGGKRVRPALCIAACELVGGSQDLAMPTACAMEMIHTMSLIH
DDLPCMDNDDFRRGKPTNHKVFGEDTAVLAGDALLSFAFEHIAVATSKTVPSDRTLRVISE
LGKTIGSQGLVGGQVVDITSEGDANVDLKTLEWIHIHKTAVLLECSVVSGGILGGATEDEI
ARIRRYARCVGLLFQVVDDILDVTKSSEELGKTAGKDLLTDKATYPKLMGLEKAKEFAAE
LATRAKEELSSFDQIKAAPLLGLADYIAFRQN

>Taxus x media WID94116.1
MAYTAMAAGTQSMQLRTVASYQECNSMRSCFKLTPFKSFHGVNFNFPSLGAANCEIMGH
LKLGSLPYKQCSVSSRSTKTMAQLVDLAETEKAEGKDIEFDFNEYMKSKAVAVDAALDK
AIPLEYPEKIHESMRYSLLAGGKRVRPALCIAACELVGGSQDLAMPTACAMEMIHTMSLIH
DDLPCMDNDDFRRGKPTNHKVFGEDTAVLAGDALLSFAFEHIAVATSKTVPSDRTLRVISE
LGKTIGSQGLVGGQVVDITSEGDANVDLKTLEWIHIHKTAVLLECSVVSGGILGGATEDEI
ARIRRYARCVGLLFQVVDDILDVTKSSEELGKTAGKDLLTDKATYPKLMGLEKAKEFAAE
LATRAKEELSSFDQIKAAPLLGLADYIAFRQN

>Arabidopsis thaliana AT4G36810.1
MASVTLGSWIVVHHHNHHHPSSILTKSRSRSCPITLTKPISFRSKRTVSSSSSIVSSSVVTKED
NLRQSEPSSFDFMSYIITKAELVNKALDSAVPLREPLKIHEAMRYSLLAGGKRVRPVLCIAA
CELVGGEESTAMPAACAVEMIHTMSLIHDDLPCMDNDDLRRGKPTNHKVFGEDVAVLAG
DALLSFAFEHLASATSSDVVSPVRVVRAVGELAKAIGTEGLVAGQVVDISSEGLDLNDVGL
EHLEFIHLHKTAALLEASAVLGAIVGGGSDDEIERLRKFARCIGLLFQVVDDILDVTKSSKE
LGKTAGKDLIADKLTYPKIMGLEKSREFAEKLNREARDQLLGFDSDKVAPLLALANYIAY
RQN

>Herrania umbratica XP_021274730.1
MTSVNLGSWVQSYSIFNQASRSKSLPLPRSFPENPLKNLSSSTPKKRSFTSLTSISAVLTKED
TIKDEEQDPPKPSFDFKSYMVQKASTVNQALDSAVSLRDPVKIHEAMRYSLLAGGKRVRP
ALCLAACELVGGQESMAMPAACAVEMIHTMSLIHDDLPCMDNDDLRRGKPTNHKVFGE
DIAVLAGDALLAFAFEHVAVSTVGVTPGRVVKAVGELAKAIGTEGLVAGQVVDINSEGLTD
VGLDHLEFIHVHKTAALLEAAVVLGAILGGGCDEDVEKLRKFARNIGLLFQVVDDILDVT
KSSKELGKTAGKDLVADKVTYPKLMGIEKSREFAEKLKSDALESLQGFDPEKAAPLVALA
NYIAYRQN

>Arachis hypogaea XP_025633198.1
MSSVNLNTSFLFHQGSRSRSPTFHLFHTLTKLPISSITTKKPQKGNRFFPFPSFSVSAVLTKE
DVLKGKDENKDSEKPAFNFKSYMVSRATTVNQALNDAVSLREPQKIHEAMRYSLLAGGK
RVRPVLCLAACELVGGSEAMAMPAACAIEMIHTMSLIHDDLPCMDNDDLRRGMPTNHKV
FGEDVAVLAGDALLAFAFEHMAVDTAKAGVPPARIVRALGELSKAIGAEGLVAGQVVDIA
SEGIADVGLEKLEFIHVHKTAALLEGAVVLGAILGGGSDDEVERLRKFARCIGLLFQVVDD
ILDVTKSSEELGKTAGKDLVADKVTYPKLLGLEKSREFADELNKDAQAQLAAFDPDKAAP
LVSLANYIAYRQN

>Cinnamomum camphora ATT59265.1
MAAFALIPQSCFIFNPANGSKPSICSMFNQLRRGDAIPISHFPQSVSPLVSSVRPFSRTCFSAT
HLAKETVKEEEKTPDAPKVLDPISGFDFKSYMLQKANSVNQALDRAVSLKDPKKIHEAM
RYSLLAGGKRVRPVLCVASCELVGGDEATAMPAACAIEMIHTMSLIHDDLPCMDNDDLRR
GKPTNHKVFGEDVAVLAGDALLAFAFEHIAAATVGVPPARILRAISELAKAVGSEGLVAGQ
VVDLSSEGLQDVGLEQLEFIHVHKTAVLLEGSVVVGAILGGGSDEEVERLRKFARCIGLLF



QVVDDILDVTKSSQELGKTAGKDLVADKVTYPKLLGLEKSREFAEELNKQAKEQLLGFDL
EKAMPLISLANYIAYRQN

>Glycine max XP_003518201.1
MEFTLPNLFPILMDSTSPMNDEPTLPSNSSFTFLVSVVPTKEHIVTTKEIQLQDTVLNFNFK
GYMIAKAHTVNQALDTAIALRDPHKIHEAMRYSLLAGGKRVCPMLCITTCELVGGTEATA
IPAACTVEMIHTMSLIHDNLPCMENDDLRPEKPTKHDVAVLTGDVLLAFAFEHVAASTEGV
SLSPVVRAIEELAKSVGTEGIAFISRRSFGYPFSLNQMISLQGSVLVGSISYGKLLLAGQMD
RKYPEKHLVWYRVSCIPQNKVDKDKREKSSSSSKKTVSECIEEKYFVGLDLSIRRWLCSS
LSENDDMIVFFKAMIVLAEIESLKVRALYQKGLALAEIESLKNLEEFIWFWCYCVRKSKDL
QNIYAQLLPLALPAPPMGGLGMPPMPPF

>Malus domestica AHA61556.1
MSCMNLSSWVQFQTCSMLNQAGRSRSSQSFHLLHPLKTTIPTSSAAPHRRRPTSPFAVSAV
LTKQETLTEEFDEESRKPTFNFKSYMLQRAESVNQALDAAVSLRDPITIHEAMRYSLLAGG
KRVRPVLCLAACELVGGSESMAMPAACAVEMIHTMSLIHDDLPCMDNDDLRRGKPTNHK
VFGEDVAVLAGDALLAFAFEHISLSTVGVSPARIVRAVGELAKSIGSEGLVAGQVVDIDSEG
LSDVGLEQLEYIHLHKTAALLECSVVLGSILGGGSDSEIEKLRTFARYIGLLFQVVDDILDV
TKSSQELGKTAGKDLVADKVTYPKLLGIEKSREFAEKLNKDAKEQLAGFDPEKAAPLIAL
ANYIAYRQN

>Manihot esculenta XP_021630878.1
MSSVNLGSWVHTSSVLNQATRSRSRSKSFSLPFNPLKSLAIPFVYRKSERPISSVSAIITKEE
ETLQEEQNNSTPSFDFKSYMLQKANSINQALEAAVSLREPAKIHESMRYSLLAGGKRVRPA
LCLAACELVGGNDSMAMPAACAVEMIHTMSLIHDDLPCMDNDDLRRGKPTNHIVFGEDV
AVLAGDALLAFAFEHIAVSTLNVSPARIVRAVGELAKAIGAEGLVAGQVVDISSEGLSEVGL
EKLEFIHVHKTAKLLEGAVVLGAILGGGTDEEVEKLRKYARGIGLLFQVVDDILDVTKSSQ
ELGKTAGKDLVADKVTYPKLLGIEKSKEFAEKLNKEAQEQLAEFDPEKAAPLIALANYIAY
RQN

>Vitis vinifera XP_002273789.1
MNTVNLGTWVHTSYVFENHGGRLKSPVLSRMLHPLKNPSFPMLSQRSGRPMSLVAVLTKE
EMVRGGDTPEEEKPAFNFNAYILDKANSVNKALDDAVPIREPVKVHESMRYSLLAGGKRV
RPVLCIAACELVGGDEATAMPAACAVEMIHTMSLMHDDLPCMDNDDLRRGKPTNHKVF
GENVAILAGDALLAFAFEHMATATVGVPPGWIVRAVGELAKSIGSEGLVAGQVVDICSEGL
KDVGLEHLEYIHVHKTAALLEGAVVLGAILGGGSNEEIEKLRKFARCIGLLFQVVDDILDV
TKSSQELGKTAGKDLVADKLTYPKLLGIEKSRELAEQLNKDAKDQLSGFDPDKAAPLIALS
NYIAYRQN

Fig. S3. The GGPPS protein sequence in different plant



