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Supplementary Figure S1. Characteristics of MdABCG25 protein. (a) The

hydropathicity of MdABCG25 protein. (b) The transmembrane domains of
MdJABCG25 protein. (c¢) The signal peptides of MdABCG25 protein. (d) The
predicted phosphorylation sites of MAABCG25 protein.



