
 

Figure S2 Identification of differentially expressed genes. (A) Intersection map of all differential expressed gene set 

of leaves under different treatments (“CK_L_vs_MD_L_5M”, “CK_L_vs_SD_L_5M” and 

“MD_L_vs_SD_L_5M”); (B) Intersection map of all differential expressed gene set of roots under different 

treatments (“CK_R_vs_MD_R_5M”, “CK_R_vs_SD_R_5M” and “MD_R_vs_SD_R_5M”).  

 


