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Figure S5. Reciprocal relationship between TNL and RNL receptor fractions across species.
Scatterplot showing the negative correlation between the proportional representation of TNL
(Toll/interleukin-1 receptor) and RNL (Resistance to Powdery Mildew 8-like) receptor classes. Each
point represents one species; species names are labelled to highlight outliers. Long-lived lineages tend
to enrich for TNL receptors while reducing RNL complements, consistent with a shift toward more
specialized intracellular immune recognition in long-lived perennials. TNL and RNL fractions were
logit-transformed with a pseudocount of 1 X 10 prior to phylogenetic regression.



