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Supplementary Fig. 3 Small RNA correlation and expression.
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(a) Correlation diagram of SRNA expression level in 12 samples. (b) Pearson plot of correlation

between 24-nt phasiRNA expression level in 12 samples. (¢) Box-plot of 1822 identified 24-nt

phasiRNA expression levels. Note: The expression levels were transformed using logio

(TPM+1)
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and the Pearson correlation coefficient (PCC) was calculated using the cor function from the R

package.



