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Figure S16. Dated phylogeny and gene flow of Lonicera oblata. (a) Dated phylogeny of L. oblata

and Caprifoliaceae inferred from MCMCtree, with Viburnum sargentii serving as the outgroup. (b)

Mean and standard deviation (SD) across 10 iterations for the composite likelihood function (m)

(black circle) and proportion of variance explained (red dot). (c) Distribution of Am inferred by R

package OptM. (d) Gene flow scenarios inferred by Treemix at m = 1.



