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TG CRISPR-PagCLV3-1 TGA

Gene ID SGID Target sequence+PAM
A, ok, ] Turget]  ATGATCATGGAAGAATCTTATGG
HE: CRITEANCLYE bid Sagenhaet Turgei?  CAGGATGCAGTACTGGTCAGAGG
% g, Turgeti  AGGCTTGCTCTTCATGGTCTCGG
3 sl agCLV3-2

— e vy " Targetd GTTTCGAGGGGTGATGTGCGTGG
Targer2 CAGGATGCAGTACTGGTCAGAGG

PagCLV3-1/2
Targetd GTTTCGAGGGGTGATGTGCGTGG

C

Target 3 PAM Target 4 PAM
PagCLV3-2 TTACTAGGCTTGCTCTTCATGGTC AAGAAT... < ATGGTTGTTTCGAGGGGTGATGTGCHTGGRGAAC

CRISPR-PagCLV3-2 Typel TTACTAGGCTTGCTCTTCATGGTCTCGGAAGAAT... o ATGGTTGTTTCGAGGGGTGATG - - CGTGGAGAAC

CRISPR-PagCLV3-2 Typell TTACTAGGCTTGCTCTTCATGGTCTCGGAAGAAT.............. . ATGGTTGTTTCGAGGGGTGAT - TGCGTGGAGAAC
PAM

PagCLV3-12 TATEEt 2 GTTAGCAGGATGCAGTACTGGTCAC GCAT
BRI Target 4 TGGTTGTTTCGAGOGGTGATOTGCHICGAGAAC

_— . - Target 2 GTTAGCAGGATGCAGTACT - - - CAGAGGTGCAT
CRISPR-PagCLV3-I2TYpel. Target 4 TGGTTGTTTCGAGGGGTGAT - - GCGTGGAGAAC

Target 2 GTTAGCAGGATGCAGTACTGGTTCAGAGGTGCAT
Target 4 TGGTTGTTTCGAGGGGTGAT - TGCGTGGAGAAC

d e

CRISPR-PagCLV3-1/2 Typell

ATG CRISPR-PagWUST TGA
Gene ID SG ID Target sequence+PAM
‘ﬁ‘ T I Targetl  CCAACAACAACCAAATGAGGATA
et S ) U S
atG CRISPR-PagWUS2 r6a o Targe?  GTTGGGCAAGCAGATAACTATGG

Target3 ATAATAACGGTGGCGCCAAAGGG

PagWUs2
T Targetd CCATGCAACAAAGAACTGCCTGG
— e Targets CCAGTACAAGGTGGACTCCCACT
PagWUS1/2 ) i o
Target6é CCTGAAGATTATTACTCTTACAA
PAM Target 1 Target 2 PAM

PagWUST CAAAJCCAIACAACAACCAAATGAGGATAATAATG,
CRISPR-PagWUS! CAAAACCAACAACAACCAAATGAGGATAATAATG

GTTACTGTTGGGCAAGCAGATAACTATGGATATG
GTTACTGTTGGGCAAGCAG - - - - CTATGGATATG

Target 3 PAM Target 4 PAM
PagWUS2 CGAGGATAATAACGGTGGCGCCAA AACTTT...............AAGTCCCCATGCAACAAAGAACTGCUIGGhAACC

Supplementary Fig. S1

Targets of CRISPR-PagCLV3 and CRISPR-PagWUS lines. (a) and (d), schematic
diagram shows the positions of CRISPR-PagCLV3 (a) and CRISPR-PagWUS (d)
targets. (b) and (e), sequences of target positions of CRISPR-PagCLV3 (b) and
CRISPR-PagWUS (e). (c) and (f), sequence changes surrounding the targets positions
of CRISPR-PagCLV3 (c) and CRISPR-PagWUS (f). Red letters represent sgRNA
sequences. Black boxes denote protospacer-adjacent motif (PAM) sequences. A 2-bp
and a 1-bp deletions were identified at target site 4 in Type I and Type II
CRISPR-PagCLV3-2 lines, respectively. A 3-bp and a 2-bp deletions were identified at
target site 2 and target site 4 in Type I CRISPR-PagCLV3-1-2 line, respectively. A
1-bp insertion and a 1-bp deletion were identified at target site 2 and target site 4 in
Type I CRISPR-PagCLV3-1-2 line, respectively. A 4-bp deletions were identified at
target site 2 in CRISPR-PagWUS]I line. A 3-bp deletions were identified at target site
4 in CRISPR-PagWUSI line. Blue dashed lines represent base deletion. Blue letter

indicates inserted base.



