LncNAT1 GGAG 150
GbCHS felere G 2TTCA 133
Consensus

LncNAT1 GIG c GAGATACTGAAGGAGRAGC 300
GbCHS G GIG GTC G GATACTGARGE. 283
Consensus

LncNAT1 450
GbCHS 433
Consensus

LncNAT1 468
GbCHS 583
Consensus

LncNAT1 s68
GDCHS 733
Consensus

LncNAT1 s68
GBCHS 883
Consensus

LncNAT1 s68
GbCHS 1033
Consensus

LncNAT1

GbCHS CCIGCGTICTCTTCATCCTCGACGARATGCGCARATCCTCTATC: CGGTTGTTCAACGACGEECGAAGGACT CGACTGEEGTETCCTATTIGGCTICGECCCTEECCTCACCETCEAGACTGTCETCCTAAGAAGCETTCCCTGE;
Consensus

IHGHATL  .uvuses 268
GbCHS ACAATTA 1180
Consensus

Fig. S14 Sequence alignment between the reverse-complement strand of LncNATI
and GhCHS.



