Statistics of Pathway Enrichment

Ubiquinone and other terpenoid—quinone biosynthesis =
Selenocompound metabolism =

RNA polymerase -

Riboflavin metabolism

Pyrimidine metabolism =

Purine metabolism =

Photosynthesis : qvalu1e 00
Pentose phosphate pathway = 0:75
Oxidative phosphorylation 5 0.50
mRNA surveillance pathway 5 0.25
Mismatch repair = . 0.00
Metabolic pathways = Gene number
Linoleic acid metabolism = . 55
e 100

Flavonoid biosynthesis =

Carbon fixation in photosynthetic organisms -
Butanoate metabolism =

Brassinosteroid biosynthesis =

Biosynthesis of secondary metabolites =
Alanine, aspartate and glutamate metabolism =

2-Oxocarboxylic acid metabolism

T T

01 0?2 0.3
Rich factor

Fig. S13 KEGG enrichment analysis of cis-regulated target genes of DELs in 'HBAL'
vs. 'DHS' comparison.



