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Fig. S3 Allelic origin and KEGG enrichment of ORF-hosting genes.

a Venn diagram showing the overlap of genes harboring peptide-associated ORFs identified in the maternal and paternal
genomes. b KEGG pathway enrichment analysis of genes containing allele-specific or shared peptide-associated ORFs.
Dot color represents the significance level of enrichment (-log10 p-value), and dot size indicates the number of enriched

genes.



