I Complete and single-copy BUSCOs (S) 90.02%
= Complete and duplicated BUSCOs (D) 7.06%
B Complete BUSCOs (C) 97.09%

B Fragmented BUSCOs (F) 1.3%

B Missing BUSCOs (M) 1.61%
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Fig.S3 Evaluation of genome assembly results of R. pseudoacacia.(A) BUSCO estimated eResults mMapping. (B) CEGMA estimated results
mapping.





