Fig. S1 Multiple alignments of F. mandshurica, Arabidopsis and soybean U6 gene and promoter sequences.

AATGCTCTTTTTTTTTTTTGCTTTCTTTTGT AATTTTTCCATTTCAAATGTTATCGT AAMAATCTTGATTTTTTTCTTGT AAMAGACTGCT AAATT AGGT AATATTTTCATGGT TTAGT GTGGATCAGAAATGGTTGCAGCATTGTGGATTACAGAA 155
CAAGTCAAGATCGATCTCAATGGATTGT GAGAGACGTCGTCAAGGTTGGTCAATGGTTAAGGGCGCACCCTGCATTTGTGATTCAACAGTCAATCCAAGATGAATCATGCT ACATGT ACAAT ATTAGTTGAT AATATTGGTTGAT AATATTCTATTTGAT ATCATCATATTCATCCATTTTAA 183
AGCAGGGAGAT AAACCGTTTGCCTTTGTACCTCAAATGGATCTAATATTTTATATG. GACGATCTAAGCGATAAAAACTAGCATGTTTTGATGAAAAAACATTCGGAGAT AAAAAAGACTTGTCAACTCATATATTGTCAAACCAAGAATATAGAGGAGAA 160

GAAAATGCTATAGTTTCTCCCACGGAAAATGCTGATCATTTTGATTTGGT AAAAATGTTTTTTTGGGTCAGTTTCATTTTCTAGGAATGTTGATAACAAAATTATAATTAACAAATTTCTACTTTAATTAGGATTTTCTCCTCCTAAACTCT AATAGCAAAGAGCAAGAGGGAAA 175
TGGGCATGAAAAGTCGTAGAAT \GTAGCCTCTCCCACCCCAACCATAACCCGAACCCGE, CGTCT. \GAC) TATGAG. ACAGCAAAGCACCTT \GCCATTAACAACTTAAAAATGTA. CTAAMCTCTCTTTCTTCTTCGGAGATTGCTTT 198
GGAACTCAGCCCAAAGACTGCAATCCCTCAATGAAATCCTTAATTACATCAACTCCA, TACTGCGGT CAACCACCA. . ACCGCATGTCACAGGCCGAGGAGTTCGAAGGGTTTTCTGATGGTTTCTTGAATAATCCATGGAATTTAATGAAC. CTTA 150
GG TCCGAGIT ACAATCTAGT TAATGAGAT AGACGGGAGACATCTCOAGGTAT TOTTATCT TGTCAATTCATCGT ATCAAGCATGCAT TAGAT ACACGACC AT TCGTTATTTGTATTTTCT ACTCTCGT AGACTCATGGACGAAGT TAAGAAT AACGTTTA 171

Consensis
Aot 0
AtU6-26 0
AtU-29 0
GnU6- 161 0
GnU6-16G:2 0
GmU6-19G2 0
FmUG-1 ATTTCCAGTCCATTCCTTCACTCAAGGGAACTTCTCAAAGAGT TGGGAT ACAACAACACT GACCTT AATTTGGCAGCT GATGTTAGTCTCT ACCGAGCCATACT ATAACT AGATCGAACT ATCCAGT TCGGT ACAGTTTGAGTTAAAAACTTGACCT ATTCTGGATCTTAGAACCGAGAACCATGCTAATTGACATTGTT 355
FmU6-2 A AAATTATTTTCT. ACACCACATACTAAGATTTTGACAACACATGATTGTCAACTATT. . . . GTTGTCAACCAATGT. TGTACAGTTAGATTTATTCATCCAAGATAGGACAATTATTAGC, ATTATCAGGTATGATGTTGTTTTCTTTGT AAATACTACT AATAATAAGAAGTTAGTTTACAATTAAATAAGAACTA 374
FmU6-3 ATCAACTTATTTTAAGAAAAAATTTATTCCGTGTTTGAAATCAACTTATTTTTAAATAAACAA. GTTATTAGCAACT ATATATGT AATGT AATGTAAAGATTTATTACAATGCAAT AAGCGGGGAACAAT ACAT AAAT CAGGT TTTT AAGT ATCACCATTTCAAATTGAGGAAAGAT GTTTAAAATCTCAAAAATCAGTT 359
FmU6-4 ATGAGATGTTTACTA, - T T AT AT GA GG AA AT T AACT AT A GGG T TAGT T TGACT T AAAAATCAGGT T TATACTTTATTTAATCAAAKT CAAGTTTTAATTTTTACCATT, AATATTATANTGATATTTTAAATT AMACTANTCTACATACCCACCCTAGTACCTACECECACCAATATARAACE 371
FmU6.5 GAAKTTCCTATGAAGCATTCTGT ATATATATAT AGAGGAAGAAAAMGAGAGET. CATATGATCAATCAACTACTCTTCTACCA. - AATCETCCTACTTCCACTACAT GCCTETTATAGCTAAGTGCTAACCATGACCCETT CAACTTGTAGTACATACACCTTTATGGARATGGATTTTAA. AGAAAGGAGTTTGAR 352
U6-6. ACCA AT COCATOAT AGCCTCACT GATATOT. TAGKT T AT ANTCT AT AGT G AGATTAT GANTCT T AT QI T CTT LT TATTATT QI LT T T TOT ATT AT GAGTTCT ANTGUTGYATT1CT AT AAANT T GCOATTT COAATATTOCAAGT AT GCCGTT TTTTGTATCATTTTGCACTTTGAA 379

GGGAT
GTAAGAGTTTC ANTTCTTTAATACACGAMART G CTTGTCAGTCTCACACTCGATCACTATTGAAGCTCCATANTTGTGITTA. CTAAACATCGTGACTCGATCATTGTACCGTTCOATCTAGTATATTGAATATGCCATTATATTTTATANGGCTAGAAATTGEANCTTGTGTITTTTTATTTATGCCTICTATG 370

AATTTGCAGATTATGTTTGCAGTCAT. TTTCACATTTGCAAGAATGGTTGGGGGACCTTATCTCACTTATGTGACTCTTTCAGCT AACAACCCACTTCTCATT AAGGT AATCCATGTCAACT AACT AAAGAGACGT TT ATCATTTTACAGAT CGAATCCCAT AAAACGAGCT AACCT AGT ATCCTTATATGCATGAAGAT 554
AATACACCACTAGAACT AAAACTAGG. TACTAACTTCCATTTCGGATGAARAAATCGTTATATAATCT ATAAAATGTTCTAATTTATTTTTCAATCAAACATGCAATA. . TATATTAACAAAATGTCAATATTCAGTTTACAATTAAAGT TAATTAAACAACCATTATTATATTAACAAAGTTGAAATTATTTATGTGCT 571
TTCATTAAACTTATTTATGAATTGT, TAATTAATTATATATTITATTAKTAMAT. ATAAAAAAGOTCACAAAGCTATGCAATTTGGTCACAATTCAAMATGTTAMATCACAKT TAAAAATTTTTATAGGTCACGATTCGTTCATTGATCACAAATTAAATT. TGAAAGTCACAATITOTICATCGATCATAAR T 58
CTAATCAAACCCTAATCCATTTTATTCTTTCCACTCTCTCGCCTCCACCGCCAGTGET TCCCCCTCTC CTTTT TCGCAGCGTCACAGGCAGCG! G GGTCACC CTCATTTCCCCCTC 571
TTTGT TGTTTCTGGTTTCAG O AT CCCATTTGT AT AT, ACTTGATCAGT T ACCACATTTGACAAT T TGCGTTAGTT 1 1T TACATTTAT 1CGCAGTTAGCGOACT AMAACAGACAAACAATGET AT AAT T GGG OCT AAAAAAAGT TCAAGATGAAC 390
AT G ACOTCAAAAGARACTT. -+ TTT T AAGT AGAAGET AT TG COAANTCAAGT CAGAT GO AGGTAT T GOCOT COCAAOOT GUANTT T COABATAT AT T CARACTT T ATGOAGTATTCTAARET. - 11 CAAGART ATTTCTTCACATAMAATT AMAATTGOAGTLTT1TATGTTETACCCTACGANT 573
AAAGTGGAGAATACGTATTCTGGCAC. TTTTAGAGTGGTGAGTTATTGT ACGGATGATCATTAAAGTTCCAAGT GAAATTTAAAATTGTTCCTT AAGAT AATTCTTTT ACCTATTT AGTCACTAAACTTGGAT AAT ATCACATAATTGGTCCCTTTGCCAGCATGAAAAAATGTCATGTTTGATGT AGAAAATACCAACT 569

Consensus

Ao 0
AtU6-26 0
AtU-29 0
GenU6- 1611 0
GnU6-16G:2 0
GnU6-19G:2 0
FmU6-1 AATCAATTCGGTTGTTTTGGTGGGAATCTTATGGATTTGTGACCATATCGGTTATTTCCATTTTTGCAGGCAAT GGCT GTGGGACTTCAGCTTGTGAGT GCATTCTGGTTCT ACAAGATTGCAAGGAT GGTGATGT ACAAAT TAAAGTTGCGGCAAC TAGTGTTGTGCTCAACC 754
FmU6-2 TATATGATTTCACTTTTCCGOANT COATTTTATGTGAMGAAAAGTGGAACTT TCTATT AATTAAATAAGTTT . - TGTTGARAGTCTCTTTAT . - GACACTAAAGCCAATTTTTITACAR, - ATTCATTCGTCATTANTTGACCAARCTCTCAART AATTGATTAGAGAAAAAAAA. - AATCAAGAAGAGGGACA. - 760
FmU6-3 CACAAAATTTATAAGTCACATAACTTATTTAATA. GTCATAAAATAGCAAATTATAGGTCACAAATTACTTTTATGT GTCACAAATTAAT AAATTCGT AGGTCATACAGATTTATTGGTCACAATTTATTCTCCATTAGTCA. . CACACCAACAAATTTATTGGTTACAATCAACAAATCATTTGTGACCACAACCAATA 752
FmU6-4 CACTCCCCTCCTCTCTCCCCTCTCCCCTGCCGCGAATCACAGCGT CACAGGCAGCGACGCTGCTGCCGTTCAACAGCGTCGT AGCH GCTGCTGAACGGCAGCAGCTCTGCTG, - CTAGATTTTGGAAGAACCTGTTGATGTGTGGTGTTATGTGGTGTT TGCAGATTTGCGTGGTGA 768
FmU65 ATGCTGACCAG. TAGTTGAACTCAAAAATCCTTTAGTTATAAAGGGGOAATTAATTATTCTTTTTTCCAGCGATTATC. TCAAGAATAATGTCCCTGAATTTTACCTTGAAAAAAAAAGATTATTATTTTTTTAAAACAATGTTATATT AAGAACAT CGAGTGGT AGTATTGATGGATCAAGATTCATACGAAGTATATA 788
FmU6-6 TTTCTA. TTATTGAGT TTAAGCTCATTGAAGCCTAACGACAAT ATTGAACCAAAT TAAAATCTAGCGATCGTCGT AAAGT TTAGT GTAAAT TTATCTCATTTACGT AMATCGAGAGATTTATTATCACAAATAAAATAGT TTTCAACAATATCAA. CAACAATGCTGGTGAATAMCTTGAACACATTTCA, AGA 765
FmU6.7 ATTCCTTCTCACTGACATCTTGTTTGAGCTTTGTCGTGACATTTTTTATTACATG! CATGAATAGGTT, ACTTTTT, CTTTTCTTTCGAGAATCACGTTATATTTATAAGATCTGCAATTT AACGACGT GGCACAACTGTTAGTCGATGATAAGGTTTAATTGGGCC 769
Consensus
Ao 0
AU6-26 0
AtU-29 0
GenU6-16G-1 0
U6 166 0
G619 0
FmUG-1 TTTTTGAAGT TATCGATTAGATAGAAACGT TGAACTAGTTCGTTTTTAAATTTAAGT TTTTAGAGT AGAAACGTGTGTATTTATTTAAATTGT GTTCCAACGCTTTTTCGTGCCT AGGCGCCACGTTCATTTTTAATCTCTCCTTATT ATCTATTTTGATACTAAACT ATGCATCCATTTAAMAGT TTAAACCT. 948
FmU6-2 ATCACCGGTTAAAATGTTTCTATTTGCATT AAAACCGAT AAAATGAACAT ATATTATTTTGT TTCATTGAGT GTCACAAATCAGCTCCCCGTGACGGTAAACC. . . . TATCAATATACTTTAGCAAAGACCACAGGTTCAAATCCATTTTGCACTTGTTTTTGGTAA. AAATTGTTTCCAAAAATTATGACATATTGGG 954
FmU6-3 CAACACCACCGTCGTCTCCTCCACCAACACCAACACCAACACT ACAGAAACGCACTACAATGTTT. . GATGTCACATGTTAAT AATGAGTCTCATGAACCAAAAT GTCGGTTACKT CCATCAMACACCTCACACCCATCCCGATTCTCCACCAAAKTTTGUTCACAAKTCAACCCTCGAGACCCCTACCACCACCA 348
FmU6-4 TGGTGCT ATGGTGGAT GTTGAGGT ATGAATGTGTGGTGTTGAT ATGTGTTTCTGT GGATCT AATATTTTTGGT GGTGGTTGGGATGTTGGC IACGATTGTGGGTGTCTGTGACCTAGGTGGTT JACTTACCCTGAAAT AGAGTCGTGACATGTAAATTTTTTGATTTTTTTCAACCTGTG. . 966
FmU6-5 (‘T(‘G(‘CAT(‘AAAAT(‘(‘AT(‘AATATA(‘TTATC(‘A(‘TTAATTTTCTTT(‘AAATACAT(‘TACTTATCACATTAGAA(‘G(‘TCACAAGTTTGTTTTTA(‘ATCATTT(‘TAATATATTTCTCTACATCATTATTTTG(‘TTTTATCAA(‘ATGTGATCATAT TCACATTTGTTCGTAGACTTTGTCATCGAAATAGACTTTCCT. 983
FmU6-6 GCTTTTATATAATTTTTTTTATGT AAAGT TTCGATTGAACTGTGACTTCAAAAACATAATTAAAAT AATTTGATAATTATT ACTTTTGGAT. TTC TCATGGGTAAGGT TTGTTCTCAGGGAGCATIATANCATAGTTTGIATIGOTT 90
FmU6.7 T T GART O OGAGT GAGT T OT AACAGAGTAGT CANT T ATGT AACGARATTAACTTT AT CACT AAAAT ATATTT AAAAATANTIT ARACACAAAT T AAAATIT TATCOATTATETOT AAAKTT AACTCOAGARTG0T ACAT ST TGGT GTGTACAATON ATATAATCTAAGTAAATGGCAAAAGTT 969
Consensus '
AtUG-1 0
AU6-26 0
AtU6-20 0
GenU6- 161 0
GnU6- 1662 0
GU6-19G:2 0
FmU6-1 ATATATTAGAGAACAAAAAAATTTACTAATTTAAATTTTATTTT AAGTCAAGAAAAGAT GCAATCCATAATTTATCCATTATATT AAATTGGACTTTTAACACTTTTGCAT ATGCT ACTTTTTTTTTTTTCAAATTCGTGT AAMACAAAT ACTTATCTCAAAGT AACTTTTATGGT ACAATTAAAATTAGT AAATTTT 1145
FmU6-2 CATTGGAAGGTATGTTTCTATTTGCATTAAAACCGAT AAAATGAACATATATTATTTTGT TTCATTGAGTGTCACAAATCAGCTCCCCGTGATGGT AAACCTATCAATAT. . ACTTTAGCAAAGGCCACATGTTCAAATCCATTTTGCACTTGTTTTGGT AAMAATTGTTTCCAAAAATTATGACATATTGGGCATTGTA. 1151
FmU6-3 T AT TATC0CCGCAGCCAGACCCACGCCACT CAGET AGAAAACCCAAACCCCCCAACAGCACCARA, ACCACCACTACCACCAACAT AAGEACCACCATCTCCACCACAAATCCACCAT ATCCAACACATTCARAACCAAAACGCGAAACACKTCTTAGATCT AMACACCCAMATCACACCGCATCACCGCTACAA. | 1146
FmUo-4 ACCTAGGCGGGTGTCTG. TGACCTCAGAATT STGACTCACTGAAKT AGAGCTTTGACCCOTAAAT T T TTGATTTTTTCAATCTOTGACCTGTAMMAAATT. TTGGTCATTATGTGACCTATAACCAAGTATTGTTGGT GTGTTGIANTTG GTAAGGGTGTTT. 1160
FmU6-5 wmrncmrcrnmmncvccunrcnmnvnccucucnccr CATGTANTAGTOANTT ATTTAGAAATTTGTGT TGAGCAAAAG STATTATAAAATTCATCTT nanrchcmmwmmwcchcnmncAAAccuucrnmcvr,\rwuccr nmn
FmU6-6 GAGATTTGACAGTGGTTATG. ACAATTATAGAATCAAGAATCA: ATGCT AT TAMANT CANTCAGOC, ATCANATTTGTGITT AN AT ANTTTANTCAATGAARGTTTTTATTA TTTCCAATAACACAATCTTTAGT 1155
FmU6.7 AT OAACHT AT T TG T T T AT T AT GAATTATIGT COAGOGTTATOT T AAMACAGTT TG GAAAAAGTTCT T AAGT GT ACCAGAATTCAAGOT AGATTGT ACAT COGEOCAT GACT AAT ACAAT AGART GTTOGT AATGACATGT CACAKT CACCCAATT ACAAGT TAAGTTOATIGGAAGCT 1166
Consensus
AtUG-1 0
AU6-26 0
AtU6-29 0
GenU6- 161 GAAACTATACAGTAC. TATTAGAGTGTTT( TAACATGAAATAGAAGTAAAT. . TTATGATTAAANTAAGATATA. . AAMTATGAATTITATCTCATIT. TATTGTTTATITCATTTCTITTIAACTCACCT, TTGOTGCAMTACTNACAGTTTGAMATARACTGCTA 120
ATATAACTACTTTGTTT. . . . TTTAATAAAAAAAATTCAATG, TCAATTACCTTACTGAT.
ITCTTTTGTITTCTACAMAMCATIATAMANGTANGATATAMCAACTTTTTTT. 11 AAMAAATCAATA. TCAGTTANITIACAGAGY 102
FmU6-1 AT AT T ACCAAT LAAMAGT TTATANGTANTC [T TAC AT GAGEAGCCACAMAMAAACCTANGAAT ACAGAGANT AGTTCAACARTAAGGTC TA.. TTAATTTAATTT. TTATGTTATTAATTTATTTTTTCAGATTTC. . . TTAATTTAATAAATTAAACTATAAATCT A 1337
FmU6-2 AGGTTTC AGOCA, ACTGAGCTATCAAGOATGATTGT AAATARGATCARGT ATTAGAT AT AATATAAATCTTTTATCT ATTCTCAACCARAA, ARTTTCTTCTCGOCGOATCCAGETAGOACGOCC, | | GCCTTAGCTGOCCACCCCCT AGATCCOCCACTOA 1346
FmU6-3 A A CAC O OO ARG A CAC AT ACOAGCACT GCACCAT AGCAGT AT TOCCEAT GAACAAT AGKT G e CAATAAAGAGACTTCBT. - TOCGOAT T OT GO GOLBOTOACANACAACOACATCTOTCTTOOTGAAGCTTGMATOGT. - TCORTTTC, AMCACCCACGOCTCGO000000C 1398
FmU6-4 GGGTGGCTGAGACCCATCT ATATGGT AATTGTGACCT AAAAATTCGT TACTCTGTGACCTTAA. AATATAATTTGCGACCTATAATTTTTTTATCAGTTTTGA TATGTGACTTTGAAAT AATCCGTGACCAAATTGCAT ATAACT GTGACCTT AACAATTACCGGAATCGGAGCAGTCGTCGAAATTAAGTGACG 1354
FmU6-5 ACAAAATTTTTATTTCTTTTTCCAATTTATATTTCCT ATCAAAAT GTAGACGT GAAAAT TAAGAAAT ATGGAACCACACGT GAAATATCTTGGCTCAATAGCA. - . - TTACGTAGAACACAAAGAAT. CGAGGATCTCCAACTGAAA. CACCGAGGAAGTTTGATACATTAACTCAATGTCCATG 1352
FimU6-6 AAGTTAAGATAAGAAAAGATGGCAATCCATTAGACTTTTGAGT AGGTGGAGATAACACTTAG. . AACACGTTTCAACATGTTCCATTGGTTAATTTTGAAGT ACCTTTTACGGTAAGGTTAAMAAAT AAGTCTTTTTTTTTTTTAATTAAATCAAATTAAAC. TATAAGTCTCATTTGATAATTCTTTTCTAAATTGAAG 1352
FmU6.7 ANTATGTGTTGAANT T AMACGTGTGOCGCEAT AT T TGGGAAACTTGTTGATATTGAGAGAGGAT CACGEGAGAGGCCCCCGGUGAUGT ANTTCCCATGAAGATAACGAAMAAMMANTAT T TTTTATTGATTAMA. ATTAMACGTAAGTGAGTANTTGATTTTGATAGTAMTTTTATATAMTTITTTACTIAMA 1365
o a a oaa o0 a e
GAAATCTCAAAATTCCGGCAGAACAATTTTGAATCTCGATCC. . . . GTAGAAACGAGACGGTCA TIGIT 66
G TCQT TGAAC AR COGAAACTCOACT TGCCTTCCOCACAATACAT AT T TCT T T TAGCT T T T T TCTTCTTCTTCGTTCATACAGT TTTTT TG TTATCAGCTTACATTTTCTTGAACCGTAGCTTTCGTTTTCTTCTTTTTAACTITCCATTCGGAGTT. .. TTTGTATCTTGITICATAG, . . TTTGTC 191
AATATCAGAGATCTCTTACAGTTAGTTTCGTTCTTAATCC. . . . AMACTACTGCAGC, 0
GenU6- 1611 AGTTGTGAKTCTCACCACTAL - KTCTATT AMANTATAKTTTTANAAGAT AANTTTGTTATTCANTAKTAGCTTT. TAAATATAG(‘AAAAT(‘CATAATTTAACTAATTAAA(‘AAAATAAAAAT(‘CAAGTGCGCT(‘ACAAGAC AGCT AGAAT AAAGTTGCARAG. AT ACAGGOCTACAAY. AGGCTCACE 370
GenU6- 1662 \CAAGATAAATGGT A, ANTCAMMACT. AGGC. . TACAGAGTGCAGAGC. . AGAGTCATGATGANTGACAGCTAGTICTA 258
GnU6-19G:2 GXTA, TITATITOR, .| TATG TGTATGOAATA.  AAATATAATANTCONTACT. AAT. - ATAGAACAAAAT AAATGOT AAAATGTCAAATCAAAACT. AGGC, .| TGCAGTATOCAGAGC, .| AGAGTGATOAT 2600
FmU6-1 T CTT T T I LTI TAGAT TG TOATTCAATAATTATATTATTAMAAATATANTTTAG, CAAARTTATATTIT. TTA TAMATCATTTTTCTATGATTCTTGTCTOACTT COTTAT CAAATAGTGTGT COOTACATAGT, . TTTCTTITTTTGUCATATATAT. . | ATATATATATATATATATATATATATATA 1525
FmU6-2 TATACACAAATACATGITTTT TTTTTTTTITTANTAATAACTCAATGCAGACAATT AR, GAACATTATTTTCACCAAAAACTTTTAAGT TATTTTATATTTTTGAAGGGAMATATTTTGAACAAAATCGATCCCA. AATGTTT GGCTAGAAAAGAAATTACTCTTAGCAACTGTATTAGT AGAAATATAAT 1536
FmU6-3 AAAAGTGAAGCCCCGATTTTGAAACCAAGG. . ACCGTTGGGTCGACCACGAAGATTATCAAAT GGAAGT CT GCAACA: T \TGAATTAGGGTTTAATTTATAATATTTAAATATG. GATTATTAATTAAAACCTGACTTGATTCTTGATTTATGAAAATGGAAA 1535
FmU6-4 AT OO CACCOOAGT AT COT OGN T ARG ACOOCCOOAGAACAGT OACBOGT COTCOOMAT AT COCOOAGCANTAGOOGT GGT CONGGCOOGOT, - GOGGLTATTATATT ATATIACAATT AAATATTTAAT TTAATATAATAATTGTGAMTATANTTANTTANTTAAAAAAAAMCCCGATT 1345
FmU6-5 TCAATGTCATTCT. . . . CTATA. . TTTGTCAACAAAATGACTTCAATATTCATTTTATCCGTAAATTTGTCOAATATGAAACTTCAAT ATTTATTGTTATTCTTCTACAAATATTTCACACATTGTTACAAGTACCTCCGAGAT. . . . ACATAAATATTCTTTTAAAC, \CTCGCACCAAATGTCAATTTACA 1540
FimU6-6 ATTATAATTGTATTATTATA, . AKTATAAATTQTATGICTTCAMAATAACATAAATTATACTATCTATTANTCC. ATTCTICTATAGITCT TTTTTGAGAATTAGTGTGTACACGAATTGTTT ArcmncumcAccAcncrcnumunrmmmmcccmcunm,\ TTAATA 1548
FmU6.7 ATTANTTAMTEAAL TAL GTCATAMCATGITGTAGACAMGTAMTTTACTEATAGTANTTTAGTANG rnnMMMcmrnnc,\on,\orc,\c,\oAMMmrAmmMnannnAAcArccn GOCTAMTGAMTTTTTAAN TTTTTAGACAAAAATAAATGGCAAAA 1554
Consensus att a taa a o aaata aoa aa as ot aaa  ta o2 o oart ta ot asan a At owa oata Cata
A6l TTAGITCCACCACGATTATATTTGAAATTTA, CGCTGAGTG. . TGA. GTGAGACTTGCAT AAGAAAAT AAAA. TCTTTAGITGGGAAAAAATTCAATA. ATATAAATGGGCTTGAGAAGGAAGAG. CGAGGGATAGGCCTTTTTCTAAAATAGGCCCATTTAAGCTATTAACAATCTTCA - 239
AU6-26 CCAGGATTAGAATGATTAGGCATCGAACCTTCAAGAATTTGATTGAAT AAAACATCTTCATTCTTAAGAT ATGAAGAT AATCTTCAAAAGGCCCCT GGGAAT CTGAAAGAAGAGAAGCAGGCCCATTTATATGGG, AAAGAACAATAGTATTTCTTATATAGGCCCATTTAAGTTGAAAACAATCTTCA 379
A6-29 CAAATGAGGATGCAAACAATTTTAAAGTTTATCTAACGCTAGCTG. . TTTTGTTTCTTCTCTCTGGGGCACCAACGACGGCGTTTTCT CAATCATAAAGAGGCTTGTTTTACTTAAGGCCAAT AATGTTGAT GGAT CGAAAGAAGAGGGCTTTTAATAAACGAGCCCGTTTAAGCTGTAAACGATGTCAA 250
GenU6- 161 TACTTCTGGATTTAC. CAAACTTCTGTTTGTCCCCATACTCCAAAAACAAMACCATTTTTTTTTATCTTCGTTTTTGTTT. GCTT. . . TGACTG. TGAGTTGAGGCCCAACTTTCTGCTTCTGTCCGACTCTA, TTTGATGAATTTTGTTTGCCTCCTGTGATGTGA. AGGATGTATCATTGAAAGGGAACGT. . G 556
GenU6- 1662 AAGGTGTATATACTCAACATT. . . ACTTCT. . TTTTCAGCGTGTTTTCTTA 436
GnU6-19G:2 AAGCTGCATATACTCAACATT. . . ACTCC. TTCAGCGAGTTTTCCAA 437
FmU6.1 CAAATATCTAGCTTAAAACCTTAAACCGATCCAAAAGTCT. AACTTGTACTGTTGGAACTAAATCTCAA 1726
FmU6-2 TTTTTTTTCCAAAT AAGACTCTTTATTGT ATTAAAAT AATGCAAAAATAATTT AAATTAATCGT AAGGGTCCAATCCCA. . . . TCAAATACTTAGGAAGCCCATCAACAAGGCT CGGACCAGAATTGAAACAAAA. CGTCAAGCATAAGAACCTGAGCCAACAGCCT. TACCAGTCCTATTTGAACTGAATCTTAA 1726
FmU6-3 ATTAAAATCCATTATAGCTGT AATTTCCTCAGT AAACGGTTCT AAACAAGT TTAAGGT AGACAAAATGAATAAAATGCAA. . ATCAAATACTTTGT AGGCTCACCAACAAGGCCTGGCCCGTAATTGAAACT AGA, AGTGAAGCCTAAGAACCCGAGCCCAARACT. TACCAGT CCTATTGGAACTGAKTCTCAT | 1727
FmU6-4 TTTACAATTTTAAACTTTGAGATCTGATTTTTGAT. TTTGGTAAAGT AAATGCCTTATCCATGAATTTTTCCCTTTAATTTAATCAAATGGGTCCAACTCCCATCAACAAGGCCCAGCCCAT AATTGAAACT A AGTAAAGCCTGAGAACCCCAGCCCAAAGCGTTTGTATTCGAACTCTA 1728
FmU6-5 TTTAAAAT. ATACAATAAACTTAACTATATTCGATGTTCTT TGAAATAAAATAAAATATAAATG. . GGCTGC. TAACTAATGCATTGCAAGCCAGTTCAGTAATAACGGGCCAGCCCA. - . A, ATTT(‘TAGAT(‘TAA(‘(‘(‘GA(‘(‘(‘AGAM(‘T AACTTACACTGTTCTAATTCGATCCCAA 1727
FimU6-6 DA TG AT AT AT AT G . T AT QAT AGA AT AT T AT T TGAT T TG AT TAATAT TATCTACOT GCGCTACTGATTGCAATCCAGTTTTGTAAGGATGGGECAGCT. CTTAACCCOACCCAGAKTCT. AACTTAGACTOTGCTAATTCOATECCAA 1727
FmU6.7 TGAT. TTCAATTTTATTCCAAATATTTATACTTTTTTATTACT GGAGGAT \TATGGACCAATCCAACAAAATAGCTCCATAAACCCATC: AGCCAATAATTTGAACTA. AT AACAAAGCCCARG AGTTGTATTTCTCAA 1726
Consensus Cira st aaa ta ot oa et a et taa  aa ©oa e € aaatl an ar te ta ot PP B P N
AtUG-1 AAA G A TC CTTAGGTAAAGAAA. GCAGCTGAG TATGGTTAGAGACGAAGTAGTGA T c T TTGGCAAAAATTTTCAGATTTT 433
AtUG-26 AAA Gc TC CTTAGATAAGAAAACGAAGCTGAG TACAGCTAGAGTCGAAGTAGTGA T c T TTG. CAAAATTTTCCAGATCGA 573
(U620 AAA ac TC TTCAGTTGAAAATA. GAAGCTCTG TATTGGTAGAGTCGACTAAGAGA T c T TGGATAGAATTTCCCAGCTTTT 445
GnU6-16G-1 TCTCAATGA C TC GCCAAATATGCTCATTACATTGCG TAGTCCCAGGAAAACAT. ATGGA T T c 733
GenU6- 1662 GG G © €C CCCAMACTAATACAGTATTCTTG AAGAAGTGCACCA. CTTCAATTG T c c 610
GnU6-19G-2 c c TT CCCAGACCTAACACGGTATTCTTG ATGAAATGTGCCA. CCACATGGA T c c 610
FmU6-1 CTATTCTAG € TC ACTAAACACAGTAACAACTTTCAT TG ATGATATTGTAGT € c c TTTGCAATC. . TTGCCGGAAAT 1924
FmU6-2 CTATTCTAG C TC ACCAAATGCAGAGTTTATTACCAG TTCTAGTGTCTGGAGAT AAGGAT C c c TGGAACTCGAATTCAGGAAGAT 1926
FmU6-3 ATATTCTAG C TC ACAAAAGGCAGAATTCCTTTGCAA TTGCGATTGCTGGCAATAGAG. T T c c TTGTTCTTGAATTCATGTAGTT 1926
FmU6-4 TIT c TC TCTACAGACATAATTCTTTACCAT TAGCTATTGCCGAATGTAATGCT C c c TGCGATTTGAATTCAGGGAGAT 1926
FmU6-5 CTATTCTAG C TC ACTGAACTCAGTTACTTCTTCCAG ATGAGATGCGAGGAAGT. ATAGT C c c TTGCAATCT. . TGCCGGAAAAT 1924
FmU6-6 CTATTCTAG C TC ACTCGACTCAGTTACTTCTTCCCG TTGAGATGCGATGAAGT. GTAGT C c c TTGCAAT. AT 1913
FmU6.7 CTATCCCAG © TC ACGAAATGGAATAGTTTTTACCCG TAGCAATGTGATAGCTAGATGAC T c c TCCTTTCAT. . TTTCTCCAGTT 1924
Consensus clat tagicccacateg ¢ aaa a as  tlccapiitatatag gate €At B ilgrcecticpgpEacalcegalanaaliggaicealacagagaagal (agcal gECCect goECaaggal PAcACECacaqalcPagaTItgRlccandl (Litil & o
TTCTTCATCTGTAGATTTCTGGGTTTTTTTTTCCGCGTTTCGGTGAATCAT AAGTGAAGTT. TTGGATGCAAATCTGCGCGAAAAAAGTT. GGACCTGCAATGAGCTTATTTAGATAGCTAAG, ACAAAGTGATTGGTCCGTTGTTTCAGTTCTGATTGTCAGAGAGT TTGTTTCGAGACGGCGACACCAATGCGTTTTG 630
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TTTCCTTCTT. . GQTTTTTTGCGACCAATGATATTATTTTCOOCGAGTTCCACCAATTAGGT TTCTTTTATOAGCTTCTOGGTOTT. . . GGATTCATTGCCATTTGTTTTATTCTATGAAATTCTAKTTTCTCTAGGA, AATATTTTTGCTCAATTCAATTT. . TTTTTTTCTTTGATGTTTTACATCAAG 2110
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