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Fig. S1 Analysis of expression patterns of PtrASia/b/c genes. (a) Expression levels of PrrdS/a/b/c in
secondary phloem and xylem from RNA-seq. (b) Expression patterns of PirAS1b/c genes in vascular de-
velopment. Four curves of different colors represent data from four wild aspen trees with the same ge-
netic background. The average fragments per kilobase of exon per million fragments mapped (FPKM)

for each gene from RNA-seq experiments are shown.



