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Supplemental Fig. S1: Transcriptome analysis of different developmental stages of
stigma of Fraxinus mandshurica. (a) Transcriptome data quality statistics. (b)
Transcription factor statistics. (¢) GO enrichment analysis of S1 vs S2 (d) GO
enrichment analysis of S2 vs S3. (e) GO enrichment analysis of S1 vs S3. (f) KEGG
enrichment analysis of S1 vs S2. (g) KEGG enrichment analysis of S2 vs S3. (h)
KEGG enrichment analysis of S1 vs S3.



