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(a-h) Expression profiles of LcWUS, LcWOX1, LeWOX2A, LeWOX3, LeWOX4, LeWOXS5, LeWw0OX9, and

645

LcWOX14 at different stages of somatic embryogenesis determined by gqRT-PCR. (i) LcWOX genes show a

646

variety of expression levels in embryonic callus. PCR signals were normalized to ubiqutin and 18S transcript

647

levels. Data were acquired from three biological replicates.
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