Fig. S3 Geographical variation characterized by global DNA methylation patterns. (a) Hierarchical cluster maps showing global

methylation relationships across all P. fomentosa samples from three geographical accessions. (b) Hierarchical cluster maps showing global
methylation relationships across all P. simonii samples from three geographical accessions.

(@
CG CHG CHH
. 0.62
Pto_NW3 oas- . Pto_NW3 Pto_NW4
Pto_NW1 Pto NWI g Pto_NW1
“Pto_NW4 49 Plo NW4 ,,M‘ Pto NW2 o7
| Powz Pto_NW2 06 Pto_NW3 05
1 0,96 098 | n 0.9-
Pto_NE3 [ l Pto_NE3 X . Pto_NE3 |]
| [ roNez Pta NE1 Pro_NEI
- Pro_NE1 Pto_NE2 Po_NE2
. Pto_S2 Pto_S2 Pto_S2
- Pto_S1 Pto_S1 Pto_S1
| B Pto_S3 = Pto_S3 | Pto_S3
i D o B Z ez zEEH®00x = = 2 HE & e
§E§§;|§\Z|°I°‘°‘ Ziizzlz\zl‘i‘ﬁ[sl ;;;;Z‘ZIZ‘E‘S'S'
Sededgsgaas s dgggras gz gRER
EELEREEAA EELEERRAM EEAEERAA
(b) CcG CHG CHH
0.83- [ 077
PSiNW3 Psi_NW3 Psi_S4
Psi NW2 Psi NW1 Psi_S3
Psi_NW1 J Psi_ NW2 Psisy o
09 - 3
Psi_NE2 Psi_NEZ psist
\ Psi_NEL “"’5'. Psi_NE1 Psi NE3 05|
1
Psi_NE3 ¥ Psi_NE3 Psi_NE2
| | Psi_s4 i Psi_S4 Psi_NEL
Psi_S1 Psi_S3 Psi_NW2
| Psi_S3 Psi_S2 Psi_NW1
i Psi_S2 Psi_$1 Psi_NW3
LA - s TR B S T | R s I I S O I - b e T T T B I I )
s 5 ; ? E 5 .L‘I VJ‘ fﬂ’ UJI 5 ; % h/;] E E Uj‘ AIJI UJ‘ U}I (hl Cﬂl cn‘ V}I % ; % 4 L% 5
PR z2zz%%% 5% 3% e £ LT 7
=l lm e A A =l B gg AR AR I R i - L p |
LALLM AERA LELEE SR -




